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[I-1 Introduction

While the “web-alignment” this year has grown to 2229 full-
length genomes, the compendium alignment herein has strict
page limitations. The selection here was made such that sub-
types A-G, CRF’s 01 and 02, and CPZ are represented with
one sequence from most countries where the subtype has been
sequenced. Priority was given to more recently sampled se-
quences to reflect the current pandemic diversity. For the rare
subtypes H-K and groups N-P most available sequences are in-
cluded, and for CRF’s 03 and up, one representative is included.
Unique recombinant forms and unclassified sequences are not
included. This resulted in 199 sequences of HIV-1/SIVcpz from
all over the world.

The HXB?2 sequence (accession K03455) is the master se-
quence in this alignment. This is also the genome coordi-
nate standard used throughout the HIV Database. The align-
ment was generated by MAFFT v7.043 (E-INS-i with gap open
penalty 2.0). The alignment was subsequently codon-aligned
using GeneCutter, followed by a few manual edits to fix ob-
vious misalignments. The alignment presented cannot be con-
sidered an “optimal alignment” to any single criterion; it is a
compromise between optimal alignment, readability, and codon
alignment. Most gaps have been introduced in multiples of 3
bases to maintain open reading frames when the alignment is
translated.

Also part of this nucleotide alignment is a translation to pro-
tein sequence based on the HXB2 sequence; the HIV genome
has many overlapping coding regions, and all are shown. For
more complete annotation of functional domains, see the pro-
tein sequence alignments in Chapter V.
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1I-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.
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Annotated features

Feature Location Page
5’ LTR U3 start 1
TCF-1 alpha 315-329
NF-«-B-II 350-359
NF-x-B-1 364-373
Spl-1II 375-386
Spl-II 388-397
Spl-I 398-408
TATA Box 427-431
TAR element start 453
5’ LTR U3 end 455
+1 mRNA start site 456
5’ LTR R repeat begin 456
TAR element end 513
Poly-A signal 527-532
5’ LTR R repeat end 551
5" LTR US start 552
Extensive secondary structure 568-605
5" LTR U5 end 633
Lys tRNA primer binding site 634-653
Packaging loops begin 681
Packaging loops end 789
Gag and Gag-Pol start 790
Gag p17 Matrix end 1185
Gag p24 Capsid start 1186
Gag p24 Capsid end 1881
Gag p2 start 1882
Gag p2 end 1920
Gag-Pol fusion TF protein start 1921
Gag p7 nucleocapsid start 1921
Gag p7 nucleocapsid end 2085
Gag-Pol -1 ribosomal slip site 2085
Pol start 2085
Gag pl start 2086
Gag pl end 2133
Gag p6 start 2134
Gag-Pol TF end 2252
Pol protease start 2253
Gag p6 end 2292
Gag end 2292
Pol Protease end 2549
Pol p66 and p51 RT start 2550
p51 end and p66 RT continue 3869 68}
Pol p15 RNAse H start 3870 68|
Pol p66 RT, Pol p15 Rnase H end 4229
Pol p31 Integrase start 4230
Vif start 5041
Pol, Gag-Pol, and p31 integrase end 5096
Vpr start 5559 90]
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Annotated features

HIV-1/SIVcpz Complete Genomes

Feature Location Page
Vif end 5619 90)
frameshift insert in HXB2 5772
Vpr premature end (HXB2 only) 5795
Tat exon 1 start 5831
Vpr end 5850
Rev exon 1 start 5970
Tat Rev exon 1 end 6045 96|
intron start 6046 96
Vpu start (ACG in HXB?2) 6062 96
Vpu transmembrane domain start 6062 96|
Vpu transmembrane domain end 6143 98|
Env start 6225

Vpu end 6310

Env signal peptide end 6314

Env gp120 start 6315

V1 loop start 6615

V1 loop end 6692

V2 loop start 6696

V2 loop end 6812

V3 loop start 7110

V3 loop end 7217

V4 loop start 7377

V4 loop end 7478

VS5 start 7602

V5 end 7634

Rev Responsive Element (RRE) region 7710

Env gp120 end 7757

Env gp41 start 7758

RRE end 8061

Env gp41 transmembrane domain 8277-8336

Tat Rev intron end 8378

Tat Rev exon 2 start 8379

Tat premature stop in HXB2 8424

Tat end 8469

Rev end (TAA) in some lineages 8605

Rev end 8653

Env gp41, gp160 end 8795

Nef start 8797

3’ LTR U3 start 9086

Nef premature end in HXB2 9168

TCF-1 alpha binding 9400-9414

Nef end 9417
NF-x-B-II 9435-9444
NF-«-B-I 9449-9458

Spl-1II 9462-9471

Spl-II 9473-9482

Spl-1 9483-9493

TATA box 9512-9516

TAR element start 9538

3’ LTR U3 end 9540

3’ LTR repeat start 9541

TAR element end 9599

Poly-A signal 9612-9617

HIV Sequence Compendium 2013

11

w
@
S
Q
c
o
O
>
I




HIV-1/SIVcpz Complete Genomes Annotated features

Feature Location Page
3’ LTR R repeat end 9636 150
3’ LTR US start 9637 150
3’ LTR U5 end 9719 152
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Sequences

II-3 Sequences

Sequences included in the HIV-1/SIVcpz complete genome alignment.

HIV-1/SIVcpz Complete Genomes

Name Accession  Country Author Reference
B.FR.83.HXB2 K03455 France Wong-Staal, F. Nature 313(6000):277-284 (1985)
A1.AU.03.PS1044_Day0 DQ676872  Australia Li, B. J Virol 81(1):193-201 (2007)
A1.CH.03.HIV_CH_BID_V3538 JQ403028  Switzerland Henn, M.R. PLoS Pathog 8(3):E1002529
(2012)
A1.ES.06.X2110 FJ670523 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
A1.IT.02.60000 EU861977  Italy Riva, C. ARHR 24(10); 1319-25 (2008)
A1.KE.06.06KECst_001 FJ623487 Kenya Tovanabutra, S. ARHR 26(2); 123-31 (2010)
A1.RU.11.11RU6950 JX500694  Russia Baryshev, P.B. Unpublished
A1.RW.07.pR463F JX236677  Rwanda Baalwa, J. Virology 436(1):33-48 (2013)
A1.SE.95.SE8538 AF069669  Sweden Carr, J.K. AIDS 13(14); 1819-26 (1999)
Al1.TZ.01.A341 AY253314/ Tanzania Arroyo, M.A. ARHR 20(8):895-901 (2004)
A1.UA.01.01UADNI139 DQ823357, Ukraine Saad, M.D. ARHR 22(8):709-714 (2006)
A1.UG.07.p191845 JX236671 Uganda Baalwa, J. Virology 436(1):33-48 (2013)
A1.ZA.04.04ZASK162B1 DQ396400, S. Africa Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
A2.CD.97.97CDKTB48 AF286238 D.R.C. Gao, F. ARHR 17(8):675-688 (2001)
A2.CM.01.01CM_1445MV GU2015161 Cameroon Carr, J.K. Retrovirology 2010 Apr 28;7:39
A2.CY.94.94CY017_41 AF286237| Cyprus Gao, F. ARHR 17(8):675-688 (2001)
B.AR.04.04AR 143170 DQ383750  Argentina Pando, M. A. Retrovirology 3 , 59 (2006)
B.AU.04.PS1038_Day174 DQ676871)  Australia Li, B. J Virol 81(1):193-201 (2007)
B.BO.09.DEMB09B0O001 JX140656  Bolivia Hora, B. Unpublished
B.BR.06.06BR1119 JN692480  Brazil Sanabani, S.S. PLoS ONE 6(10):E25869 (2011)
B.CA.07.502_1191_03 JF320424 Canada Rolland, M. Nat Med 17(3); 366-71 (2011)
B.CH.04.HIV_CH_BID_V4408 JQ403042  Switzerland Henn, M.R. PLoS Pathog 8(3):E1002529
(2012)
B.CN.10.DEMB10CN002 JX140658  China Hora, B. Unpublished
B.CO.01.PCMO001 AY561236/ Colombia Sanchez, G.I. Am J Trop Med Hyg 74(4); 674-7
(2006)
B.CU.99.Cul9 AY586542  Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
B.CY.09.CY266 JF683807 Cyprus Kousiappa, 1. ARHR 27(11); 1183-99 (2011)
B.DE.0O4.HIV_DE_BID_V4131 JQ403037  Germany Henn, M.R. PLoS Pathog 8(3):E1002529
(2012)
B.DK.07.PMVL_011 FJ694790 Denmark Vinner, L. APMIS 119(8); 487-97 (2011)
B.DO.05.05DO_160884 EU839597  Dominican Nadai, Y. PLoS ONE 4(3):E4814 (2009)
Republic
B.ES.09.P2149_3 GU362881|  Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
B.FR.08.DEMBO08FR002 JX140654 France Hora, B. Unpublished
B.GE.03.03GEMZ004 DQ207940  Georgia Zarandia, M. ARHR 22(5):470-476 (2006)
B.HT.05.05HT_129389 EU839602  Haiti Nadai, Y. PLoS ONE 4(3):E4814 (2009)
B.JM.05.05JM_KJ108 EU839605/ Jamaica Nadai, Y. PLoS ONE 4(3):E4814 (2009)
B.JP.05.DR6538 AB287363  Japan Sakamoto, Y. Unpublished
B.KR.07.07KYY4 JQ341411  S. Korea Cho, Y.-K. ARHR 29(4); 738-43 (2013)
B.NL.00.671_00T36 AY423387, Netherlands Geels, MLJ. J Virol 77(23):12430-12440 (2003)
B.PE.07.502_2649_wg8 JF320019 Peru Rolland, M. Nat Med 17(3); 366-71 (2011)
B.PY.03.03PY_PSPO115 JN251906  Paraguay Eyzaguirre, L.M. Unpublished
B.RU.11.11RU21n JX500708  Russia Baryshev, P.B. Unpublished
B.TH.07.AA040a_WGl1 JX447156  Thailand Rolland, M. Nature 490(7420); 417-20 (2012)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676872
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ403028
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670523
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU861977
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ623487
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500694
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX236677
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF069669
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253314
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX236671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ396400
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU201516
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ383750
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140656
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN692480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ403042
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY561236
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683807
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ403037
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ694790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839597
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU362881
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207940
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287363
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ341411
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY423387
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320019
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN251906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500708
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX447156
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Sequences

Name Accession  Country Author Reference
B.TT.01.01TT_CRC50069 EU839608 Trinidad and  Nadai, Y. PLoS ONE 4(3):E4814 (2009)
Tobago

B.TW.94.TWCYS_LM49 AFO086817  Taiwan Huang, L.-M. Unpublished
B.UA.01.01UAKV167 DQ823362  Ukraine Saad, M.D. ARHR 22(8):709-714 (2006)
B.US.11.ES38 IN397362 United States  Buckheit, R.-W.3. Nat Commun 3, 716 (2012)
B.UY.02.02UY_TSU1290 JN235958  Uruguay Eyzaguirre, L.M. Unpublished
B.VE.10.DEMB10VEO001 JX140659 Venezuela Hora, B. Unpublished
B.YE.02.02YE507 AY795904/ Yemen Saad, M.D. ARHR 21(7):644-648 (2005)
C.AR.01.ARG4006 AY563170/  Argentina Carrion, G. ARHR 20(9):1022-1025 (2004)
C.BR.07.DEMCO07BR003 JX140663 Brazil Hora, B. Unpublished
C.BW.00.00BW07621 AF443088  Botswana Novitsky, V. J Virol 76(11):5435-5451 (2002)
C.CN.98.YNRL9840 AY967806/ China Qiu, Z. ARHR 21(12):1051-1056 (2005)
C.CY.09.CY260 JF683803 Cyprus Kousiappa, 1. ARHR 27(11); 1183-99 (2011)
C.ES.07.X2118_2 EU884500, Spain Fernandez-Garcia, ARHR 25(1); 93-102 (2009)

A.
C.ET.02.02ET_288 AY713417, Ethiopia Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.GE.03.03GEMZ033 DQ207941| Georgia Zarandia, M. ARHR 22(5):470-476 (2006)
C.IL.98.981S002 AF286233|  Israel Rodenburg, C.M. ARHR 17(2):161-168 (2001)
C.IN.03.D24 EF469243 India Dash, PK. Retrovirology 5(1):25 (2008)
C.KE.00.KER2010 AF457054  Kenya Dowling, W.E. AIDS 16(13):1809-1820 (2002)
C.MM.99.mIDU101_3 AB097871  Myanmar Takebe, Y. AIDS 17(14):2077-87 (2003)
C.MW.93.93MW_965 AY713413  Malawi Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.SN.90.90SE_364 AY713416  Senegal Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.S0.89.89SM_145 AY713415 Somalia Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.TZ.02.CO178 AY734556, Tanzania Arroyo, M.A. AIDS 19(14):1517-1524 (2005)
C.US.98.98US_MSC3018 AY444800  United States Tovanabutra, S. ARHR 21(5):424-429 (2005)
C.UY.01.TRA3011 AY563169|  Uruguay Carrion, G. ARHR 20(9):1022-1025 (2004)
C.YE.02.02YES511 AY795906 Yemen Saad, M.D. ARHR 21(7):644-648 (2005)
C.ZA.10.DEMC10ZA001 JX140669 S. Africa Hora, B. Unpublished
C.ZM.02.02ZM 108 AB254141  Zambia Tatsumi, M. Unpublished
D.CD.83.ELI K03454 D.R.C. Alizon, M. Cell 46(1):63-74 (1986)
D.CM.10.DEMD10CMO009 JX140670 Cameroon Hora, B. Unpublished
D.CY.06.CY163 FJ388945 Cyprus Kousiappa, I. ARHR 25(8); 727-40 (2009)
D.KE.97.ML415_2 AY322189  Kenya Fang, G. J Infect Dis 190(4):697-701 (2004)
D.KR.04.04KBH8 DQO054367  S. Korea Cho, Y.-K. ARHR 29(4); 738-43 (2013)
D.SN.90.SE365 AB485648  Senegal Takekawa, N. Unpublished
D.TD.99.MNO11 AJ488926  Chad Vidal, N. JAIDS 33(2):239-246 (2003)
D.TZ.01.A280 AY?253311) Tanzania Arroyo, M.A. ARHR 20(8):895-901 (2004)
D.UG.08.p191859 JX236672  Uganda Baalwa, J. Virology 436(1):33-48 (2013)
D.YE.02.02YE516 AY795907, Yemen Saad, M.D. ARHR 21(7):644-648 (2005)
D.ZA.90.R1 EF633445|  S. Africa Jacobs, G.B. ARHR 23(12):1575-8 (2007)
F1.A0.06.A0_06_ANG125 FJ900269 Angola Guimaraes, M.L. Retrovirology 6, 39 (2009)
F1.AR.02.ARE933 DQ189088|  Argentina Aulicino, P.C. ARHR 21(2):158-164 (2005)
F1.BE.93.VI850 AF077336/| Belgium Laukkanen, T. Virology 269(1):95-104 (2000)
F1.BR.07.07BR844 FJ771010 Brazil Sanabani, S.S. Virol J 2009 Jun 16;6:78
F1.CY.08.CY222 JF683771 Cyprus Kousiappa, I. ARHR 27(11); 1183-99 (2011)
F1.ES.11.DEMF110ES001 JX140671 Spain Hora, B. Unpublished
F1.F1.93.FIN9363 AF075703  Finland Laukkanen, T. Virology 269(1):95-104 (2000)
F1.FR.96.96FR_MP411 AJ249238 France Triques, K. ARHR 16(2):139-151 (2000)
F1.RO.96.BCI_RO07 AB485658  Romania Takekawa, N. Unpublished
F1.RU.08.D88_845 GQ290462 Russia Fernandez-Garcia, ARHR 25(11):1187-1191 (2009)

A.
F2.CM.10.DEMF210CMO007 JX140673 Cameroon Hora, B. Unpublished
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839608
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF086817
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823362
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN397362
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN235958
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140659
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563170
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140663
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF443088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY967806
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU884500
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207941
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF469243
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457054
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB097871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY734556
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY444800
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140669
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB254141
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03454
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY322189
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ054367
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485648
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ488926
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX236672
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ900269
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ771010
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ290462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140673
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HIV-1/SIVcpz Complete Genomes

Name Accession  Country Author Reference
F2.CM.97.CM53657 AF377956/ Cameroon Carr, J.K. Virology 286(1):168-181 (2001)
G.BE.96.DRCBL AF084936  Belgium Oelrichs, R.B. ARHR 15(6):585-589 (1999)
G.CM.10.DEMG10CMO008 JX140676,  Cameroon Hora, B. Unpublished
G.CN.08.GX_2084_08 JN106043  China Li, L. Unpublished
G.CU.99.Cu74 AY586547, Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
G.ES.09.X2634_2 GU362882|  Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
G.GH.03.03GH175G AB287004  Ghana Takekawa, N. Unpublished
G.KE.93.HH8793_12_1 AF061641  Kenya Salminen, M. ARHR 8(9):1733-1742 (1992)
G.NG.09.09NG_SC62 JN248593  Nigeria Charurat, M. J Infect Dis 2012 Feb 21
G.PT.x.PT3306 FR846409  Portugal Freitas, F.B. ARHR 2012 Sep 25
G.SE.93.SE6165_G6165 AF061642  Sweden Carr, J.K. Virology 247(1):22-31 (1998)
H.BE.93.VI991 AF190127, Belgium Janssens, W. AIDS 14(11):1533-1543 (2000)
H.BE.93.VI997 AF190128  Belgium Janssens, W. AIDS 14(11):1533-1543 (2000)
H.CE.90.056 AF005496 C.AR. Gao, F. J Virol 72(7):5680-5698 (1998)
H.GB.00.00GBAC4001 FJ711703 United Holzmayer, V. ARHR 25(7):721-726 (2009)

Kingdom
J.CD.97.J_97DC_KTB147 EF614151] D.R.C. Abecasis, A.B. J Virol 81(16):8543-8551 (2007)
J.CM.04.04CMU11421 GU237072, Cameroon Yamaguchi, J. ARHR 26(6); 693-7 (2010)
J.SE.93.SE9280_7887 AF082394  Sweden Laukkanen, T. ARHR 15(3):293-297 (1999)
J.SE.94.SE9173_7022 AF082395  Sweden Laukkanen, T. ARHR 15(3):293-297 (1999)
K.CD.97.97ZR_EQTB11 AJ249235  D.R.C. Triques, K. ARHR 16(2):139-151 (2000)
K.CM.96.96CM_MP535 AJ249239  Cameroon Triques, K. ARHR 16(2):139-151 (2000)
01_AE.AF.07.569M GQ477441| Afghanistan Sanders-Buell, E. ARHR 26(5):605-608 (2010)
01_AE.CN.09.1119 HQ215553| China Li, L. Infect Genet Evol 2011 May 27
01_AE.HK.04.HK001 DQ234790, Hong Kong Tsui, S.K.W. Unpublished
01_AE.JP.x.DR0492 AB253423  Japan Sakamoto, Y. Unpublished
01_AE.TH.04.BKM DQ314732  Thailand Thitithanyanont, A.  Unpublished
01_AE.TH.09.AAl11la_WGl11 JX448059  Thailand Rolland, M. Nature 490(7420); 417-20 (2012)
01_AE.TH.90.CM240 U54771 Thailand Carr, J.K. J Virol 70(9):5935-5943 (1996)
01_AE.VN.98.98VNNDI15 FJ185235 Viet Nam Liao, H. Virology 391(1):51-56 (2009)
02_AG.CM.08.DE00208CMO001 JX140646 Cameroon Hora, B. Unpublished
02_AG.ES.06.P1261 EU786671| Spain Fernandez-Garcia, = ARHR 25(1); 93-102 (2009)

A.

02_AG.FR.91.DJ263 AF063223|  France Carr, J.K. Virology 247(1):22-31 (1998)
02_AG.GH.03.03GH181AG AB286855  Ghana Sakamoto, Y. Unpublished
02_AG.LR.x.POC44951 AB485636  Liberia Takekawa, N. Unpublished
02_AG.NG.x.IBNG L39106 Nigeria Howard, T.M. ARHR 10(12):1755-1757 (1994)
02_AG.SN.98.98SE_MP1211 AJ251056,  Senegal Toure-Kane, C. ARHR 16(6):603-609 (2000)
02_AG.US.06.502_2696_FL01 JF320297 United States  Rolland, M. Nat Med 17(3); 366-71 (2011)
02_AG.UZ.02.02UZ0683 AY829214| Uzbekistan Carr, J.K. JAIDS 39(5):570-575 (2005)
03_AB.RU.97.KAL153_2 AF193276  Russia Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.94CY032_3 AF049337  Cyprus Gao, F. J Virol 72(12):10234-10241 (1998)
05_DF.BE.x.VI1310 AF193253  Belgium Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  Australia Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
07_BC.CN.98.98CN009 AF286230  China Rodenburg, C.M. ARHR 17(2):161-168 (2001)
08_BC.CN.06.nx2 HMO067748 China Miao, W. Unpublished
09_cpx.GH.96.96GH2911 AY 093605 Ghana McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  Tanzania Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.CM.95.95CM_1816 AF492624|  Cameroon Wilbe, K. ARHR 18(12):849-56 (2002)
12_BF.AR.99.ARMA159 AF385936/ Argentina Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.96CM_1849 AF460972  Cameroon Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.ES.05.X1870 FJ670522 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
15_01B.TH.99.99TH_MU2079 AF516184  Thailand Viputtijul, K. ARHR 18(16):1235-1237 (2002)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF377956
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF084936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140676
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN106043
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586547
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU362882
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061641
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN248593
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FR846409
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ711703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU237072
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082395
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477441
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ215553
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB253423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ314732
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX448059
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ185235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU786671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF063223
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB286855
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485636
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320297
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY829214
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286230
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM067748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF492624
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670522
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
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Name Accession  Country Author Reference
16_A2D.KR.97.97KR004 AF286239  S. Korea Gao, F. ARHR 17(8):675-688 (2001)
17_BF.AR.99.ARMAO038 AY037281|  Argentina Carr, J.K. AIDS 15(15):F41-F47 (2001)
18_cpx.CU.99.CU76 AY586540, Cuba Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY894994,  Cuba Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul103 AY586545 Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.99.KER2003 AF457051 Kenya Dowling, W.E. AIDS 16(13):1809-1820 (2002)
22 _01A1.CM.01.01CM_0001BBY AY371159  Cameroon Kijak, G.H. ARHR 20(5):521-530 (2004)
23_BG.CU.03.CB118 AY900571 Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.ES.08.X2456_2 FJ670526 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
25_cpx.CM.02.1918LE AY371169  Cameroon Kijak, G.H. ARHR 20(5):521-530 (2004)
26_AU.CD.02.02CD_MBTB047 FMS877782 D.R.C. Vidal, N. ARHR 25(8):823-832 (2009)
27_cpx.FR.04.04CD_FR_KZS AMS851091  France Vidal, N. ARHR 24(2):315-321 (2008)
28_BF.BR.99.BREPM 12609 DQO085873  Brazil Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29_BF.BR.01.BREPM 16704 DQO085876  Brazil Sa Filho, D.J. ARHR 22(1):1-13 (2006)
31_BC.BR.04.04BR142 AY727527  Brazil Sanabani, S. ARHR 22(2):171-176 (2006)
32_06A1.EE.01.EE0369 AY535660  Estonia Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.ID.07.JKT189_C AB547463] Indonesia SahBandar, I.N. ARHR 2010 Oct 19
34_01B.TH.99.0UR2478P EF165541 Thailand Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.07.169H GQ477446/ Afghanistan Sanders-Buell, E. ARHR 26(5):605-608 (2010)
36_cpx.CM.00.00CMNYU830 EF087994  Cameroon Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594 Cameroon Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.03.UY03_3389 FJ213783 Uruguay Ruchansky, D. ARHR 25(3); 351-6 (2009)
39_BF.BR.04.04BRRJ179 EU735535/ Brazil Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.05.05BRRJ055 EU735537 Brazil Guimaraes, M.L. AIDS 22(3):433-435 (2008)
42 _BFELU.03.luBF_05_03 EU170155/ Luxembourg  Struck, D. Unpublished
43_02G.SA.03.J11223 EU697904| Saudi Arabia Badreddine, S. ARHR 23(5):667-674 (2007)
44_BF.CL.00.CH80 FJ358521 Chile Delgado, E. ARHR 26(7); 821-6 (2010)
45_cpx.FR.04.04FR_AUK EU448295|  France Frange, P. Retrovirology 2008 Aug 1;5:69
46_BF.BR.07.07BR_FPS625 HMO026456 Brazil Sanabani, S.S. Virol J 2010 Apr 16;7:74
47_BF.ES.08.P1942 GQ372987,  Spain Fernandez-Garcia, ARHR 26(7); 827-32 (2010)
A.
48_01B.MY.07.07MYKTO021 GQ175883) Malaysia Li, Y. JAIDS 54(2):129-136 (2010)
49_cpx.GM.03.N26677 HQ385479  Gambia de Silva, T.I. Retrovirology 7(1):82 (2010)
51_01B.SG.11.11SG_HMO021 JN029801 Singapore Ng, O.T. ARHR 2011 Sep 23
52_01B.MY.03.03MYKLO18_1 DQ366664, Malaysia Tee, K.K. JAIDS 43(5):523-529 (2006)
53_01B.MY.11.11FIR164 JX390610  Malaysia Chow, W.Z. J Virol 86(20):11398-11399 (2012)
54_01B.MY.09.09MYSB023 JX390976  Malaysia Ng, K.T. J Virol 86(20):11405-11406 (2012)
55_01B.CN.10.HNCS102056 JX574661 China Han, X. Genome Announc 1(1):E00050-12
(2013)
0O.BE.87.ANT70 1.20587 Belgium Vanden J Virol 68(3):1586-1596 (1994)
Haesevelde, M.
0.CM.91.MVP5180 1.20571 Cameroon Gurtler, L.G. J Virol 68(3):1581-1585 (1994)
0.CM.98.98CMA104 AY 169802  Cameroon Yamaguchi, J. ARHR 19(11):979-988 (2003)
O.FR.92.VAU AF407418  France Vartanian, J.P. J Gen Virol 83(Pt 4):801-805
(2002)
0.SN.99.99SE_MP1299 AJ302646  Senegal Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0O.US.10.LTNP JN571034  United States  Buckheit, R.W. III Unpublished
0.US.97.97US08692A AY 169805/ United States ~ Yamaguchi, J. ARHR 19(11):979-988 (2003)
N.CM.02.DJO0131 AY532635/ Cameroon Bodelle, P. ARHR 20(8):902-908 (2004)
N.CM.04.04CM_1015_04 DQO017382  Cameroon Yamaguchi, J. ARHR 22(1):83-92 (2006)
N.CM.06.U14842 GQ324958 Cameroon Vallari, A. ARHR 26(1):109-115 (2010)
N.CM.95.YBF30 AJ006022  Cameroon Simon, F. Nat Med 4(9):1032-1037 (1998)
N.CM.97.YBF106 AJ271370  Cameroon Roques, P. AIDS 18(10):1371-1381 (2004)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037281
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457051
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670526
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM877782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM851091
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085876
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727527
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB547463
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165541
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477446
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213783
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735535
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735537
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU170155
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU697904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ358521
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU448295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM026456
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ372987
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ175883
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ385479
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN029801
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ366664
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390610
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390976
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX574661
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF407418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN571034
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169805
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324958
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ006022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271370

Sequences HIV-1/SIVcpz Complete Genomes
Name Accession  Country Author Reference
N.FR.11.N1_FR_2011 JN572926 France Delaugerre, C. Lancet 378(9806); 1894 (2011)
P.CM.06.U14788 HQ179987, Cameroon Vallari, A. J Virol 85(3); 1403-7 (2011)
P.FR.09.RBF168 GU111555  France Plantier, J.-C. Nat Med 15(8); 871-2 (2009)
CPZ.CD.06.BF1167 JQ866001  D.R.C. Li, Y. J Virol 86(19):10776-10791 (2012)
CPZ.CM.05.SIVcpzMT145 DQ373066, Cameroon Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.GA.88.GABI1 X52154 Gabon Huet, T. Nature 345(6273):356-359 (1990)
CPZ.TZ.06.SIVcpzTAN13 JQ768416  Tanzania Takehisa, J. Unpublished
CPZ.US.85.US_Marilyn AF103818  United States Gao, F. Nature 397(6718):436-441 (1999)
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22701A1.CM.01.01CM 0001BBY

237BG.CU.03.CB118

247BG.ES.08.X2456 2

25 cpx.CM.02, 1918LE
CERGZ 62CD_MBTBO47

EX

297 BF. BR 01 BREPM16704
31 BC.BR.04.04BR142
32 06A1.EE.01.EE0369

36_cpx. CM. 00 00CMNYU830
x.CM.00.00CMNYU926
Y. Y 3 389

-0 UK
"BR.07.07BR_FPS625
4B Eo 0 P1oa
487018.1Y.07.07
51018,

52°01B.
3_01B.

1.
.06.
109,
.CD.06.BF1

H.os. SIchzMT145

.C
.GA
TZ
.Us.

NF-k-B-II NF-k-B-1 Spl-III Spl-II Spl-I TATA Box
GACATCGAG. « e e v v ettt e et e e e e e e CTTGCTACAAGG. .. .. GACTTTCC.GCTGGGGACTTTCC . . AGGGAGGCGTGGCCTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGC 446
S---CA-. .CTGCTGACACAGAT ... ....'.eess G- G.. L--CT Gemmmmnee Commmnnn- S C-A-mmmmnn- AG-===cmmmmmeee- C----C-C-- 376

LY Yoy SO
T---ACTA. ..

B

.CTGACGGGGACTTTCAGA
CACAGAA

£5

.CTGCTGACAAAGAA.

£

-

[=laleleleleleleleloNelelelelelelelelelelelllelele oM lolelelelelelelelslelelelels faleleloNeltlelelelelele el Nalelelelelelolele N ol ol olelele o lelele el

.CTGACACTGTGGAA. . . . TG A-G-A-AG---GC--TTC-- 480

A- - CTGACACTGCGGGA . - . . e e A ATAR e e 43
. . L . 0
AZAZCITGCTGAC . CTGAAGATTG. . - CTGACACTGCGGGA. . . . AGT: ‘A 480
A-A-G-TGTTGAC. CTGAAGATTG. . . CTGACACTGTGGGA. . . . AGT-TG--A-G-ATAA---GC--TTC- - 403
0

0

0

7

7

0

. . 0

TACGCAGCTACT TGCAG G CAGAG 473

CTTCCGGCAACCACACAAGAA. . . .. .. -GCAG--G-A-.... -TACTAAA CGCTGAGACA- -GCA- 448

L CTGGCG . CATGCGCACAAGAACT. 110! ]
JG-TGTA-CCGCGCAGGCGCAATAAAACTGCTGACTGAGGA. . . . 473

HIV-1 Genomes
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+1 mRNA start site

TAR element start TAR element end, Extensive secondary structure

¥

€107 wnipuadwo)) duanbag ATH

5’LTR U3 &(Lé’ LTR R repeat begin Poly-A signal 5’ LTR R repeat end 5" LTR US start
B.FR.83.HXB2 C.TGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTA. . . .GGGAACCCACTGCTTAAG. CCTCAATAAAGCTTGCCTTGAGTGCTT. CAAGTAGTGTGTGCCCGTCTG. TTGTGTGACTCT . GGTAACTAGAGATCCCTCAGACCCT
Al.AU.03.PS1044 Day0
Al.CH.03.HIV_CH BID_ V3538
Al1.ES.06.X2110 -
Al.IT.02.60000
Al.KE.06.06KECst 001
Al1.RU.11.11RU6950
A1.RW.07.pR463F
Al.SE.95.SE8538
Al1.TZ.01.A341
A1.UA.01.01UADN139
Al.UG.07.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.B0.09.DEMBO9B0O1
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID V4408
B.CN.10.DEMB1OTNOO2
B.C0.01.PCMOO1
B.CU.99.C
B.CY.09.CY266
B.DE.0Q4.HIV DE BID V4131
B.DK.Q7.PMVL_01I1 ~
B.D0.05.05D0” 160884
B.ES.09.P2149 3
B.FR.08.DEMBOBFR002
B.GE.03.03GEMZ004
B.HT.05.05HT_129389
B.JM.05.05JM_KJ108
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.00.671 00T36
B.PE.07.502 2649 wg8
B.PY.03.03PY_PSPO115
B.RU.11.11RUZ21n
B.TH.07.AA040a WG11l
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.02UY_TSU1290
B.VE.10.DEMBIQVEOO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.98.YNRL9840
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.03.D24
C.KE.00.KER2010
C.MM.99.mIDU101 3
C.MW.93.93MW_965
C.SN.90.90SE”364
C.50.89.89SM 145
C.TZ.0
C.
C.
C.
C.
C.
D.
D.
D.
D.
D.
D.
D.
D.
D.
D.Y
D.
F
E
F
E
E
F
F1
F1
F

o mmm
BENENINTSS,

[alalalalalaTa)

el et

.02.C0178

.98.98US MSC3018

. TRA3011

.02.02YE511

.10.DEMC10ZA001
2.02ZM108
3.ELL

.10.DEMD10CMO0O9

CY163

.9
.99.MNO11
.01.A280

. g. 191859

.02YE516
.R1
.06.A0 _06_ANG125
.02.ARE933
.93.VI850
.07.07BR844
08.CY222
.11.DEMF110ES001
.93.FIN9363
.96.96FR MP411
.96.BCI_RO7
.08.D88 845
.10.DEMF210CM00O7
.CM53657

.96.DRCBL
.10.DEMGIOCMOOS
1GX_2084_08

109.09NG_5C62~

R

o—

=3
COCONWOOOOROOORIOOO COO—0OOD

=)

N

=N
2

607

[
3

- ) w o
DLANS 3 o
COOHE—O0W COROOOOOWOOO OO
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14

+1 mRNA start site

TAE element start TAR element end, Extensive secondary structure
5’LTR U3 end 5’ LTR R repeat begin Poly-A signal 5’ LTR R repeat end 5" LTR US start
FR.83.HXB2 C. TGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTA .GGGAACCCACTGCTTAAG . CCTCAATAAAGCTTGCCTTGAGTGCTT. CAAGTAGTGTGTGCCCGTCTG TTGTGTGACTCT.GGTAACTAGAGATCCCTCAGACCCT
. . AC

PT.x.PT3306 oo o A---G-AGG
SE.93.SE6165_G6165 . . .
BE.93.VI991
BE.93.VI997

199.056
100.09GBAC4001
€D.97.] 97DC_KTB147
CM.04.04CMUT1421
SE.93.SE9280 7887
SE.94.5E917377022
€D.97.97ZR EQTB11
CM.96.96CM_MP535

AR ULULULLITIIT OO @
)
@

.04 .BKM T. . .
TH.09.AAl1la WG11 . . . . o : i . . . ... RN

.90.
.VN.98.98VNND15
.CM.08.DE00208CMOO1

6.P1261

91.D3263
'GH.03.03GH181AG
‘LR.x.P0C44951
"X IBNG

SN.98.98SE_MP1211
Us.06.502 2698 FLo1
“AG.UZ 2.0

A8 R8T RALISSS
“opx.CY. P 94CY032 3

D X.Vi1310
oD AU o6, BEPa0
“BC.CN.98.98CN009
~BC.CN
X. gH 86 SacH2911

198 AR 50 ARmADSS
18~cpx.CU.99.CU76
19-cpx . CU:99. CU7
207BG.€U.99.Cu103

21°A2D . KE.99.KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25 cpx.CM.02, 1918LE
26AU.CD.62,62CD MBTBO47
27 cpx:FR 04.04CD FR K75
28°B 09
25-BF bR 01 BREPMI 04
317BC.BR.04,04BR142

327 06A1.EE,01,EE0369

36_cpx. CM. 00 00CMNYU830
37_cpx.CM.00.00CMNYU926
Y. Y 3 389

45 c X.FR.04.04FR_AUK
46_BF.BR.07.07BR_FPS625
47_BF.ES.08.P1942
48”01B.MY.07.07MYKT021
49 cpx.GM.03.N26677

5170 B.SG.ll.llSG HMO21
52°01B.MY.03.03MYKLO18 1
52 01B.MY.11.11FIR164 ~

.MY.09.09MYSB0O23
55_01B.CN.10.HNCS102056 P
.BE.87.ANT70 . - -GG-TAGAG
.CM.91.MVP5180 . -TAG-TAGAG
.CM.98.98CMAL04 P T e

0

0

0

0. 2. VAU
0.SN.99.99SE_MP1299
0. 0.LTNP™ .
0.US.97.97US08692A s
N.CM.02.DJ00131
N.CM.04.04CM 1015_04
N.CM.06.U14842 —
N.CM.95.YBF30
N.CM.97.YBF106
N.FR.11.N1_FR 2011
P.CM.06.U14788
P.FR.09.R8F168

C
C
C
C
C

CD.06.BF1 T
M. 05 SIchZMT145 .. I A

06 SIchZTAN13

Z.
PZ.
PZ.
PZ.TZ.
PZ.US.85.US_Marilyn

[«
GA
T.
u

HIV-1 Genomes
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B.FR.83.HXB2

[}

[alalalalalaTa)

MTAT MMM 00000000000 NONNOONNONNOONNONNOOM 00000 o 00 To 07 0o 00 09 0 00 07 0 00 09 09 0 00 00 09 00 00 07 00 00 03 09 00 00

il
[NINTET

=]
o
oo @

.PS1044 Da

.Q v CH BI V3538

.60000
.06KECst 001
11RU6950
R463F
.SE8538

1.A341
.01UADN139

.8191845
.04ZASK162B1
.97CDKTB48
.01CM 1445MV
.94CYD17_41
04AR143170
PS1038 Dayl74
DEMBO9B000O1

06BR1119

502 1191 03

IV CH BID V4408
DEMB1OCTNOO2
PCMOO1

CY266

HIV DE BID V4131
PMVL_011

05D0" 160884

P2149 3
DEMBOBFROGZ
03GEMZ0

O5HT 129389
05JM_KJ1108
DR6538

07KYY4

671 00T36

5022649 wg8

03PY_PSPO115
1RUZ1|

n
AA040a WG11l
01TT CRC50069
TWCYS LM49
01UAKV167

S38
02UY_TSU1290
DEMBIQVEOO1
02YE507
ARG4006
DEMCO7BRO03
00BWO7621
YNRL9840

CY260
X2118_2
02ET 288
03GEMZ033
9815002

9 .mIDUlOl 3

93MW_965

.90SE”364

.89SM"145

.C0178

.98US MSC3018
TRA3011
.02YE511
.DEMC10ZA001
02ZM108

LELI
.DEMD10CMO0O9
CY163

.MNO11

.A280

.pl91859

.02YE516
R1

.A0_06_ANG125
.ARE933
VI850

3.
.07BR844
Y222

C
-DEMF110ES001
.FIN9363
“96FR_MP411
BCI RO7

88845
.DEMF210CM007
CM53657

.DRCBL
- DEMGIOCMOOS
GX_2084_08

.09NG_ST62~

Lys tRNA primer binding site
TTTAGTCAGTGTGG.AAAATCTCTAGCAGTGGCGCCCGAACAGGGACC.TGAAAGCGAAAG

. .ACTCGAAAGCGAAAGTT

ACTTGAAAGCGAAAGTT
TTAATAGGGACTTGAAAGCGAAAGTT

T T-.-AGCG--AGTAACAGGGACTCGAAAGCGGAAGTT
. GCGAAAGTT
TTTTTCGAAGCGAAGT-

—TTAATAGGGACTCGAAAGCGAAAGTT
-TTAATAGGGACTCGAAAGCGAAAGTT

TTAACAGGGACTCGAAAGCGAAAGTT
TTAACAGGGACTCGAAAGCGAAAGTT
TTAATAGGGACTCGAAAGCGAAAGTT
TTAACAGGGACTCGAAAGCGAAAGTT

.AGCTCTCTCGAC.GCA.

 Packaging loops begin

.GGACTCGGCTTGCTG

sowouan |-AlH

. .GCACGGCAAGAGGCGAGGGGC. . .
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cCocooooUNO®

)
DO
=N

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

LT

Lys tRNA primer binding site

5" LTR U5 end,  Packaging loops begin
FR.83.HXB2 TTTAGTCAGTGTGG . ANAATCTCTAGCAGTGGCGCCCGAACAGGGACC . TGAAAGCGAARG. . . ... eese ... GGAAACCAGAGG . AGCTCTCTCGAC GCA. ..GGACTCGGCTTGCTG. . . ... AAGCGC . . GCACGGCAAGAGGCGAGGGGC . . .
PT.x.PT3306 AA A.. T.--6 TTAACAGGGACTCGAAAGCGAAAGTT e . . . --GTGC A
SE.93.SE6165_G6165 . TTAACAGGGACTCGAAAGCGAAAGTT . . T

BE.93.VI991
BE.93.VI997

.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR EQTB11
CM.96.96CM_MP535

IaXNals )

T
T
T
T

AR ULULULLITIIT OO @
)
@

.TH.04.BKM
.TH.09.AAllla WG11

E

E

E

E.TH.90.

E.VN.98.98VNND15 .

G.CM.08.DE0O208CMOOL . TTAATAGGGACTCGAAAGCGAAAGTT
g.ES.GG.PlZGl . . TTAATAGGGACTCGAAAGCGAAAGTT
G
G
G
G
G

.FR.91.DJ263 . CTAATAGGGACTCGAAAGCGAAAGTT
.GH.03.03GH181AG . TTAATAGGGACTCGAAAGCGAAAGTT
.LR.X.?Sﬁé4951 . G- - -ATAATAGGGACTCGAAAGCGAAAGTT
.NG.x.
.SN.98.98SE_MP1211
.US.06. 502 2696 FLO1
— G.UZ.OZ
—AB.RU.97 53 2
CEX CY. 94 94CY032 3
D x.VI1310
_CpX. AU 96, BFP9O
_BC.CN. 98 98CN009
BC CN
X gH 96 966H2911

TTAACAGGGACTCGAAAGCGAAAGTT
-T- -TTAATAGGGACTCGAAAGCGAAAGTT -
{C-T--AGTG- - AGTAATAGGGACTTGAAAGCGAAAGTT

198 AR 50 ARmADSS
18~cpx.CU.99.CU76
19-cpx . CU:99. CU7
207BG.€U.99.Cu103

21°A2D . KE.99.KER2003
22701A1.CM.01.01CM 0001BBY . . .
237BG.CU.03.CB118 CTTAAAAGGGACTCGAAAGCGGAAGTT
247BG.ES.08.X2456 2 TTAATAGGGACTCGAAAGCGAAAGTT
25 cpx.CM.02, 1918LE
26AU.CD.62,62CD MBTBO47
27 cpx:FR 04.04CD FR K75
28°B 09
25-BF bR 01 BREPMI 04
317BC.BR.04,04BR142

327 06A1.EE,01,EE0369

TTAAAAGGGACTCGAAAGCGAAAGTT

36_cpx. CM. 00 00CMNYU830
37_cpx.CM.00.00CMNYU926
Y. Y 3 389

45 c X.FR.04.04FR_AUK
46_BF.BR.07.07BR_FPS625
47_BF.ES.08.P1942
48”01B.MY.07.07MYKT021
49 cpx.GM.03.N26677

5170 B.SG.ll.llSG HMO21
52°01B.MY.03.03MYKLO18 1
52 01B.MY.11.11FIR164 ~

54-01B.MY.09.09MYSBO23

55_01B.CN.10.HNCS102056 . . cee

0.BE.87.ANT70 - -AGACTGAA-CA . . -AAGA-AAC---C.
0.CM.91.MVP5180 - -AGACTGAA-CA-. . . . -AAGA-AAC---C.
0.CM.98.98CMA104 G-AGACTGAA-CA-. . . . -AAGA-AAC---C.
0.FR.92.VAU . . .

0.SN.99.99SE_MP1299

0.US.10.LTNP™

0.US.97.97US08692A ——AGACTGAGTSA A

N.CM.02.DJ00131 C-GGACTGAGTGA. .

N.CM.04.04CM 1015_04 --GG-CTGAGTA- .

N.CM.06.U14842 — C-AGACTGAGTGA. .

N.CM.95.YBF30 C-AGACTGAGTGA. .

N.CM.97.YBF106 CA---A-T-A--A

N.FR.11.N1_FR 2011

P.CM.06.U14788

P.FR.09.RBF168

CPZ.CD.06.BF1

CPZ.CM. 05 SIchZMT145

CPZ.GA

CPZ.72Z. 06 SIchZTAN13

CPZ.US.85.US_Marilyn --A-AAGTAG- -

HIV-1 Genomes
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4
4
9
6
7
4
0
1
9
9
4
7
5
9
8
. g.O3GEMZOO4
5
5
7
0
7
3
1
7
1
4
1
1
2
0
2

B.FR.83.HXB2
ag

03.PS1044 Dayo
"HIV_CH BID V3538
106.X2110
160000
106.06KECst 001
“11RU6950
197 .pR463F
195.5E8538

.01.A341
.01.01UADN139
7.p191845
.04.84ZASK16231
97.97CDKTB48

101.01CM 1445MV
194.94CY017 41

.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119

.502 1191 03

.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

.CY266

HIV DE_BID V4131
LPMVL 011
105007160884

. DEMBOBFRO02

.O5HT 129389
.05JM_KJ108
R6538

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

.01.ARG4006
.07.DEMCO7BR0O03
.00.00BWO7621
.98.YNRL9840

9. CY:

.03GEMZ033

.98.9815002
.03.D24
.00.KER2010
.99.mIDUl1O1 3

.C0178
.98.98US MSC3018
.01.TRA3011

.02.02YE511
.10.DEMC10ZA001
.02ZM108

LELI
.10.DEMD10CM0O0O9
6.CY163

7.ML415 2

.04 . 04KBHB
190.SE365
199 MNB11

.01.A280
.08.p191859
.02.02YE516
.90.R1

.06.A0 06_ANG125
.ARE933
.VI850
.07BR844
.CY222
.EEMFIIOESOGl
.96FR MP411
6.BCI_RO7

.D88 845
.DEMF210CM007
.CM53657

.96.DRCBL
.10.DEMG10CMOO8
.GX_2084_08
.99.Cu74 ~
.09.X2634_2

.03GH175G
.93.HH8793 12 1
.09.09NG_ST62™

Packaging loops end,

Gag and Gag-Pol start

sowouan |-AlH

AGAGAG. . ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGATGGGAAAAAATTCGGTTAAGGCCAGGGGGAAAG
M G _A R A S V L S G G E L D R W E K I R L R P G G K
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6¢

B.FR.83.HXB2

)
@ -
Q

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

AX LLULL ITIT OO
)
@
=3
o

11 |
> >
[Alalatatatataty] m
[2) =

=
w SO~
@

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

19” c X CU 99
2 .CU.99. Cu103
21", 2D KE.99.K

22°01A1.CM.01. O%gM GOGIBBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

A,
AL
AL
A,
LA,
AL
AL
LA

T- -C-
--CCAGAAAGTAGG
¥--CCAGAAAETAGG

- -T--T-ACTGACC
TC--T--T--CTGACC

Packaging loops end,

. . ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGATGGGAAAAAATTCGGTTAAGGCCAGGGGGAAAG
M G _A R A S V L S G G E L D R W E K I R L R P G G K

.CGAAGTCTCTAGGGGAG—-AG.
.CGAAGTCCCTAGGGGAG- -AG.
.CGAAGTCCCTAGGGGAG- -AG.
.CGAAGTCTCTAG GGGAG—-Ag.

.CGAAGTCTCTAGGGGAG-
.CGAAGTCTCTAGGGGAG-

G.
. CGAAGTCTCTAGGGGAG- -AG.

.AGAGGCGAAGTCTCTAGGGGAG
.AGGGGCGAAGTCTCTAGGGGAG-

.AGAG CGAAGTCCCTAGGT AG-G- AG—

.CGAAGTCTC ----

:AGGG CGAAGTCTCTAGGGG----A
.AGGG . CGAAGTCTCTAGGTCAG-G- AA*
.AGGG . CGAAGTCTCTAGGGGA- - - -G

Gag and Gag-Pol start
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AAAAAATATAAATTAAAACATATAGTATGGGCAAGCAGGGAGCTAGAACGATTCGCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATACTGGGACAGCTACAACCATCCCTTCAGACAGGATCAGAAGAACTTAGATCATTATATAATACAGTAGC
K K Y K L K H I V W A S R E L E R F AV NP G L L E T S E G CRQI L G QL QP S L QT G S EE L R S L _Y NTVA

C--A------A
A

G
G
G
G
G
G
G
G
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AAAAAATATAAATTAAAACATATAGTATGGGCAAGCAGGGAGCTAGAACGATTCGCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATACTGGGACAGCTACAACCATCCCTTCAGACAGGATCAGAAGAACTTAGATCATTATATAATACAGTAGC
KK Y K L K _ S _R_E _ G S E G C R Q_ G _Q L Q P S L QT G _S E _E_ S LY _ vV

C C-- -GA-G-----C--T--TA
C1iiGo---TGA-G------ L SR G- A~ -T--TTG---C--A--T--AA-G------ G---

KGTC--GT-- - -AAAC- -AT- -G-
CGA-A--T--T-A-AG---T--G- Y--T-GC--GCAG--TC-T-GG--C--CC---T
“GA-A--T--T-A-AG---T--G-- ~T--T--T-GC--GCAG- -TC-T-GG--C--CC---T
CicA-G:-CA-TATG- -A--CTC- CC--c-A-ATC--CoooTooCo-CA-T--
T---A G---GC-C--T----T---C--TT-G--

C B S S LY

C G--C--AA-AG-C-TT--C--TCC----A-AGTC- -C--G--C--C--T--CTG

< CTC---T-T-AARA == -T=-G-----G-T--AA-A---xnn G-<--GC--GC----GC-C-T---C--CT----
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Gag p17 Matrix enq\FGag p24 Capsid start
.. .GTCAGCCAAAATTACCCTATAGTGCAGAACATCCAGGGGCAAATGGTACATCAGGCCATATCACCTAGAACTTTAAATGCATGGGTAAAAGTA 1263
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Gag p17 Matrix end Gag p24 Capsid start

B.FR.83.HXB2 GTCAGCCAAAATTACCCTATAGTGCAGAACATCCAGGGGCAAATGGTACATCAGGCCATATCACCTAGAACTTTAAATGCATGGGTAAAAGTA 1263
Gag S _Q__N_Y__ Q| QG _Q | Q__ S L
G.PT.x.PT3306 - 1209
G.SE.93.SE6165_G6165 666
H.BE.93.VI991 655
H.BE.93.VI997 590
H.CF.90.056 610
H.GB.00.00GBAC4001 784
J.CD.97.] 97DC_KTB147 458
J.CM.04.04CMU1T421 781
J.SE.93.SE9280 7887 586
J.SE.94.SE917377022 587
K.CD.97.97ZR EQTB11 462
K.CM.96.96CM_MP535 . 462
1_AE.AF.07.569M Lo--A 475
17AE.CN.09.1119 L.A-A 503
17AE.HK.04.HK001 ..A-A 640
1”AE.JP.x.DR0492 LA-A 1281
17AE.TH.04.BKM A-A 1224
17AE.TH.09.AAllla WG1l LA-A 702
1°AE.TH.90.CM240 LLA-A 828
17AE.VN.98.98VNND15 L.A-A 527
2-AG.CM.08.DEQO208CMOO1 G 634
2 AG.ES.06.P1261 C 706
27AG.FR.91.DJ263 617
2"AG.GH.03.03GH181AG C 1293
2°AG.LR.x.P0C44951 C 1264
27AG.NG. X . IBNG C 794
2_AG.SN.98.98SE_MP1211 C 466
2°AG.US.06.502 2696 _FLO1 C 466
27AG.UZ.02.02UZ0683 C 459
3°AB.RU.97.KALL G 495
47cEx.CY 94,94CY032_3 C 629
5 DF.BE.x.VI131 G 642
6_cpx.AU.96.BFP90 C 1288
7-BC.CN.98.98CNOO9 601
8" BC.CN.06.nx2 1211
9~ cpx.GH.96.96GH2911 474
0-CD.TZ.96.96TZ BFO61 642
11 x.CM.95.95CM 1816 639
AR.99.ARMA159 1271
13 ch CM 96 96CM 1849 641
ES.0 736
15 01B.TH. 99 99TH MU2079 671
16-A2D.KR.97.97KRD04 624
177BF. AR 99, ARMA038 480
18 cpx.CU.99 580
19” c X.CU,99, 489
2 .CU.99. Cu103 738
21 2D KE.99.K 468
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237BG.CU.03.CB118 712
247BG.ES.08.X2456 2 723
25 cpx.CM.02.1918LE 471
26-AU.CD.02.02CD_MBTBO47 1274
277cEx FR.04.04CD_FR KZS 1257
287BF.BR.99.BREPMI2609 32
297BF.BR.01.BREPM16704 667
317BC.BR.04,04BR142 717
32 06A1.EE.01.EE0369 904
33701B.ID.07.JKT189 573
34701B.TH.99.0UR2478P 468
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447BF.CL.00.C 708
457 ¢ x.FR 04.04FR_AUK 1255
46 BF.BR.07. 07BR FPS625 704
47°BF. ES 08.P1942 705
48~01B.MY.07.07 MYKTGZl 474
49" Cpx.GM.03.N2667 698
51701B.5G.11.11SG HM021 470
52°01B.MY.03.03MYKLO18 1 580
53701B.MY.11.11FIR164 .. 609
54-01B.MY.09.09MYSBO23 . . e e . C A 662
55-01B.CN.10.HNCS102056 .. . . ... .AGT----GC... . 579
0.BE.87.ANT70 ..GAC--C---A-GGA- GACACA . . ....AG-GCA-GG. .. . 1308
0.CM.91.MVP5180 . .GAG--C---A-GGA-GAAACA. . . e e .ACA 1283
0.CM.98.98CMA104 ..GGT--C---A-GGA-GACACA. . . e . A TGCG 740
0.FR.92.VAU . .AGTAGTA- -A-GGA-AACACA. . . co A e . C 817
0.SN.99.99SE_MP1299 . .GGTA-C---A-GGA-GACACA. . . e e . 1310
0.US.10.LTNP ..GGT--C---A-GGA-GACGCA. . . cen . . A - 1229
0.US.97.97US08692A . .AGT--C---A-GGA-GACACA . . . . 705
N.CM.02.DJ001. 748
N.CM.04.04CM 1015 04 741
N.CM.06.U1482 740
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C
T
C
C
C

frameshift insert in HXB2

Vpr premature end (HXB2 only)
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frameshift insert in HXB2
Vpr premature end (HXB2 only)

B.FR.83.HXB2 AGGGCAACATATCTATGAAACTTATGGGGATACTTGGGCAGGAGTGGAA. . . GCCATAATAAGAATTCTGCAACAACTGCTGTTTATCCAT. TTTCAgAA¥TGEGTETCgACﬁTAgCAGAATAGgCGTT A%TC&A ............ CéGA&GAgA...GgA...A 5827

Vpr (frameshifted)
G _Q H I Y E T Y G D T W A G V_ _E_ Q Q L L F I H##F | "W V'S

PT.x.PT3306 .. e N L..- 5766

SE.93.SE6165_G6165 . . -C-.. e . .- 5223

BE.93.VI991 . . . . .
BE.93.VI997

.90.056

.00GBAC4001
CD.97.J_97DC_KTB147

w

SE.94.5E9173°7022
€D.97.97ZR EQTB11

.CM.96.96CM_MP535
AE.AF.07.569M
“AE.CN.09.1119
~AE.HK.04 ,HK001

P x,DR049

.04.BKM
_AE.TH.09.AAllla WG1l
“AE.TH.90.CM240 —

.98.98VNND15
.08.DE00208CMO01
- .06.P1261
AG.FR.91.DJ263

—AG.GH.03.03GH181AG
x.P0C44951

.x. IBNG

—AG.SN.98.98SE_MP1211
AG.US.06.502 2696 FLO1
’AG.UZ.GZ 02070683~
B.RU.97.KAL153 2
~cpx. CY. 94 94CY032 3

BE x
6" gx
7"BC.CN. 98 98CN009

8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911

RAX LULULL IITT OO <
)
=]
=3
=]

|
>
m
o
o

|
>
om
o<
==
®

|
b3
o
-
o
=1y

IR WNNRRNNRRN R SRR S e
b3
I}
m
[

|
3=}

14’88 és és k1870’

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU830
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

51 01B.SG.11.11SG HMO21
52°01B.MY.03.03MYKLO18_ 1
53701B.MY.11.11FIR164
54_01B.MY.09.09MYSBO23
55"01B.CN.10.HNCS102056

.ANT70 e .. .-AC-C- --
CM.91.MVP5180 T [ e .. .CTC-C- TCTAACACAAGAGGA
CM.98.98CMA104 e .. . -AC-C-TCTAACACAAGAGGA
FR.92.VAU A S .. .-T--C-TCTAACGCAAGAAGA
SN.99.99SE MP1299 e .. . C TCTAACACAAGAGGA

10 .LTNP
US.97.97US08692A
.02.D300131
CM.04.04CM 1015 04
u14832 -
LYBF30
CM.97.YBF106
FR.11.N1_FR 2011

CM.06.U14788
FR.09.RBF168

CPZ.CD.06.BF1167

> >rrr>> >

-TA- CTTG-- -CCTCT.
-TA-ATTGC-A-CCTCT

VUV Z=Z==Z=Z= 0000000
o
=
=
~

S

1
CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn
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fTa( exon | start Vpr eni ){ev exon 1 start
s'FRiga'HXBﬁ'ft d) GAAﬁTGGAGCCAgTAGATCCTAG..ACTAGAGCCCTGGAAGCATCCAGGAAGTCAGCCTAAAACTGCTTGTACCAATTGCTATTGTAAAAAGTGTTGCTTTCATTGCCAAGTTTGTTTCATAACAAAAGCCTTAGGCATCTCCTATGGCAGGAAGAAGCGGAGACAG... 5992
r (frameshifte: *
Tgt exon 1 T M E P V_ D P R## L E P W K H P G S Q P K T A C T N C.Y CKKCCFHCQVCF I TKALGI S Y GRKKRRNQQ

Rev exon 1 Rt MC_AT GCRCST GO DS %
A1.AU.B3.P510447Da¥G ------ [ T-C-AG---C--TC-G-AC--G-G------------- -
Al.CH.83.Q%¥IgH78I V3538 G C--TC A G

.60000
Al.KE.06.06KECst 001
A1.RU.11.11RU6950
A1.RW.07.pR463F
Al.SE.95.5E8538

. A341

Al.TZ.01.
A1.UA.01.01UADN139
Al.UG. 8191
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
B.AR.04.04AR143170
AU.04.PS1038 Dayl74
B0.09.DEMBO9B00O1
BR.06.06BR1119
CA.07.502 1191 03
CH.04.HIV CH BID V4408
CN.10.DEMB1OTNOO2
C0.01.PCMOO1
CU.99.Cul9
CY.09.CY266
DE.04.HIV DE BID_ V4131
DK.07.PM -
D0.05.05D0" 160884
ES.09.P2149 3
FR.08.DEMBOBFRO02
GE.03.03GEMZ004
HT.05.05HT_ 129389
JM.05.05JM_KJ108
JP.05.DR6538
KR.07.07KYY4
NL.00.671 00T3
PE.07.502°2649 wg8
PY.03.03PY_PSP0115
RU.11.11RU21n
TH.07.AA040a WG
TT.01.01TT CRC50069
TW.94.TWCYS LM4
UA.01.01UAKV167
US.11.ES38
UY.02.02UY_TSU1290
VE.10.DEMBIQVE0O1
YE.02.02YE507
AR.01.ARG4006
BR.07.DEMCO7BR0O03
.00.00BWO76.
CN.98.YN
CY.09.CY.
ES.07.X2118_2
ET.02.02ET 28
GE.03.03GEMZ033
IL.9§.8 5002

.02.€0178
US.98.98US MSC3018
.01.TRA3011
.02.02YE511
ZA.10.DEMC10ZA001
.02.02ZM108

.83.ELI
CM.10.DEMD10CMOO9
163

PR R
=]
o
=]

N =

=
o
<
[=2]
o
%
S
IS

. .CY222
.ES.11.DEMF110ES001
. .FIN9363
6.96FR_MP411
.BCI_RO7

08.D88 845
.DEMF210CM00O7
.CM53657

BE.96.DRCBL
CM.10.DEMGIOCMOOS
1GX_2084_08

.99.Cu
ES.09.X2634_2
GH.03.03GH1756G
KE.93.HH8793 12 1
NG.09.09NG_ST62™
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5 FR(f3 HXB h fted) GAAﬁTGGAGCCAgTAGATCCTA&..ACTAGAGCCCTGGAAGCATCCAGGAAGTCAGCCTAAAACTGCTTGTACCAATTGCTATTGTAAAAAGTGTTGCTTTCATTGCCAAGTTTGTTTCATAACAAAAGCCTTAGGCATCTCCT;TGGCAGGAAGAAGCGGAGACAG... 5992
pr rames 1fte
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*
Tat ex M E_ PV D P _R## L _E P W K H P G S Q P K T A C T N C.Y CK K CCF H COQV CF I TKAL G I_S YM GA RG K K R R _Q

Rev exon 1

G.PT.x.PT3306
SE.93.SE6165_G6165

.93.VI991

3.VI997

0.056
.00.00GBAC4001
.97.] 97DC_KTB147

.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535
.AF.07.569M
.CN.09.1119
.HK.04.HK001
.JP.x.DR0492
.TH.04.BKM
.TH.09.AAllla WG11l
CM240

AR LLLL ITIT O

198VNND15
.08.DEQ208CMOOL
1P1261

o
=
[eYoYoTt-yte]
PO

.FR.91.DJ263
.GH.03.03GH181AG
.Lg. 0C44951
SN.98. 985E MP121
.US.06. 502 2696 FLOl
.UZ.02.02U
B.RU.97. KAL153
x.CY.94.94CY032_3
.BE.x. VIl310
X .AU.96.BFP90
.CN.98. 98CN009
BC.CN.06.nx2
x.GH.96.9GGH2911

17 BF.AR.99,ARMAO38
18~ cpx.CU.99.CU76
19-cpx €099, CU7
20786y 99, Cules
21°A2D.KE 00, KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24786 £5.08. X245 2
25" cpx Gl 02, 10181 E
G692 030h NiETB04T

35 Cox PR 64 aacn ER-KIL
287 BF.BR.99 . BREPMI2609
29 BF.BR.01.BREPM16704

317BC.BR.04,04BR142
32706A1.EE,01,EE0369
33701B.1D.07.3KT189 C
34701B.TH,99.0UR2478P
35-AD.AF.07,169H
36 cpx.CM.00. 00CMNYUS30
37 cpx.CM.00.00CHMNYU926

F 0
437026, SA 03 J11223°
44 BF.CL.0O 80
45" cpx.FR. 04 04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477 BF.ES.08.
48701B.MY.07. 07MYKT021
49_cpx.GM.03.N26677
51701B.SG.11.115G HMO21

52-01B.MY.09.09MYSB023
55-01B.CN.10.HNCS102056
.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
VAU
S99 995E MP1299
US.97.97US08692A

.02.DJ00131
CM.04.04CM_1015_04
CM.06.U14842

195.YBF30
CM.97.YBF106
FR.11.N1_FR 2011

CM.06.U14788

FR.09.RBF168
CPZ.CD.06.BF1167
CPZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

VU Z=Z=Z=Z== 0000000
o
=
@
~

S IGA-GCCC--T---C-
..-A-GCCC--T---C-
..GA-GCCC--T---C-
.G CC--T---C

. A---C
1C--GCCT--A---C----G-
PTeTen T TTA-C
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Tat Rev exon 1 end  intron start

B.FR.83.HXB2 CGACGAAGAGCTCATCAGAACAGTCAGACTCATCAAGCT .
Jat exon 1 R_R R AHOQNSLQTHLQA.
u

Rev exon 1

Al.AU.03.PS1044 Day0O
Al.CH.03.HIV CHfBIB V3538
06.X2110 —

.60000
Al.KE.06.06KECst 001
A1.RU.11.11RU6950
A1.RW.07.pR463F
Al.SE.95.5E8538

A341

Al.TZ.01.
A1.UA.01.01UADN139
Al.UG. 8191
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV -C--TC- A G-
A2.CY.94.94CYP17 41  -------AGC--TC--CA-G--A-A--GAC------
B.AR.04.04AR143170 =~ -------------C--GCG---------GC-------
AU.04.PS1038 Dayl74 C---AG
B0.09.DEMBO9B00O1
BR.06.06BR1119
CA.07.502 1191 03
CH.04.HIV CH BID V4408
CN.10.DEMB1OTNOO2
C0.01.PCMOO1
CU.99.Cul9
CY.09.CY266
DE.04.HIV DE BID_ V4131
DK.07.PM -
D0.05.05D0" 160884
ES.09.P2149 3
FR.08.DEMBOBFRO02
GE.03.03GEMZ004
HT.05.05HT_ 129389
JM.05.05JM_KJ108
JP.05.DR6538 ~ ------G--C---C---AGG------
KR.07. C
NL.00.671_00T36
PE.07.502°2649 wg8
PY.03.03PY_PSP0115
RU.11.11RU21n C---A---
TH.07.AAQ40a WG11l
TT.01.01TT CRC50069
TW.94.TWCYS LM49  ---------A---C------
UA.01.01UAKV167
US.11.ES38
UY.02.02UY_TSU1290
VE.10.DEMBIQVE0O1
YE.02.02YE507
AR.01.ARG4006
BR.07.DEMCO7BR0O03
.00.00BWO76.
CN.98.YNRL9840 ~  --------C----C-----G----G--
CY.09.CY.
ES.07.X2118_2
ET.02.02ET 28
GE.03.03GEMZ033
IL.9§.3 5002

102.C0178
US.98.98US MSC3018
1.TRA3011
102.02YE511
ZA.10.DEMC10ZA001 ACCAAAGT
102.022M108 -ACTAAT.

.83.ELI
CM.10.DEMD10CMOO9
163

PR R
=]
o
=]

N =

=
o
<
[=2]
o
%
S
IS

. .CY222
.ES.11.DEMF110ES001
. .FIN9363
6.96FR_MP411
.BCI_RO7

08.D88 845
.DEMF210CM00O7
.CM53657

.BE.96.DRCBL . . . . AGAAATAAA.
.CM.10.DEMG10CMO08 . . . . AATAATAAT.
.GX_2084_08 A

G
G
G.CN. . G . . . . ACTAAT. ...
g.CU.QQ Cu74 G GA . . . . ACTGACAAT.
G
G
G

.ES.09.X2634_2
.GH.03.03GH175G
.KE.93.HH8793 12 1
.NG.09.09NG_SC62~

.. .TCTCTATCAAAGCA.GTA. . .AGT.......vvvvrn...
S LS K@

sowouan |-AlH

Vpu start (ACG in HXB2)
‘Vpu transmembrane domain start

AGTACATGTA.ACG. .. .'''vnn.. CAACCTATACCAATA. . ..ot GTAGC 6084

T _. .« ... Q&P I P I . . . _._._V_A

. -GAMWTAGATTATAGAT---G
L AGTAGACTATAGAT - - -G
..AT GAGT»-AT GCTGCAGTAGATTATAGAA»»-G
GGGATAG ATAG T---G

ATAAAA- - -- 53

G 52
ACT***T GA- AAAGTAGATTATAGA¥77A7 5448
.. TT-GA- T- -T-GC-AGAGTAGATTATAGAT - - -G
T--GAGATAGATTATAGAT - - -G
... TT-GAGT - -ATTGC- AAAGTAGATTAT GAT---G 52!
..GT GA T---T-GC-AAAGTAGATTATAGAT- - -G
--TT GC-GGAGTAGATTATAGAA

o GTAGATTATAGA
LTS AG T-ooT- GA AAAGTAGATTATAGAA» -- 5446
ATTAA-T---T-GA-AAAGTAGATTATAAAA- -A-

CITIAT-<GA--
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Vpu start (ACG in HXB2)
Tat Rev exon 1 end  intron start ‘Vpu transmembrane domain start

...TchIATgAAQGcg.ETA...AGT ................ AGTACATGTA.ACG. .. ..''vnn.. CAACCTATACCAATA. ..., GTAGC 6084
' T . . . .QPIPTI . . . . . VA

B.FR.83.HXB2 CGACGAAGAGCTCATCAGAACAGTCAGACTCATCAAGCT.
Eat exon 1 R_R R A H Q N S Q T H Q A_
u

LI R T VR L I K L e e e e e o . LY Q.S
c---C -A--GA- - . . . . . - - -AGTAATAAT T---A T-T-- 6033
-G----A-AGGC- . . : . AGAAAAAAT . ... i, . . Teeel s
. . A---G 5466

‘A---G 5401
T---G 5427
‘A---G 5595

Rgv exon 1

PT.x.PT3306
SE.93.SE6165_G6165

.93.VI991

3.VI997

0.056
.00.00GBAC4001
.97.] 97DC_KTB147

.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535
.AF.07.569M
.CN.09.1119
.HK.04.HK001 . . . ..
.JP.x. DR0492 A . . . . . ATT TC
.TH.04.B G A--G A . . . . . . T T-ACACCTTTG.
.TH.09. AAllla WG11 . . . . . AC
.TH.90. CM240 =
.VN.98.98VNND15
.CM.08. DEgg%OSCM@Ol

AR LLULL IIIT OO

.FR.91.DJ263
.GH.03.03GH181AG
.LR.Xx I8C44951
.SN.98.98SE_MP1211
.US.06. 502 2696 FLO1
.UZ.02.02U

B.RU.97. KAL153 2
x.CY.94.94CY032_3

.BE.x. VIl310
X .AU.96.BFP90 .
.CN.98. 98CN009 . . . . o e A--T--A
BC.CN.06.nx2 C G G--G . . . . TC .. ...TT-GA-TA-GA-.
x.GH.96.9GGH2911 . . . . e . . veuz=-T--T-G-A-- -C-AG 52!
_CD.TZ.96.96TZ BFO61 . . . .CT-A G CTA... . o ...TT AG-T---T- GC ~AGAGTATATTATAAAT - -CG 5434
A . . . ce . WA T---A -C-AG 5456

17 BF.AR.99,ARMAO38
18~ cpx.CU.99.CU76

19-cpx €099, CU7
20786y 99, Cules
21°A2D.KE 00, KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24786 £5.08. X245 2
25" cpx Gl 02, 10181 E

G692 030h NiETB04T

35 Cox PR 64 aacn ER-KIL
287 BF.BR.99 . BREPMI2609
29 BF.BR.01.BREPM16704

317BC.BR.04,04BR142
32706A1.EE,01,EE0369
33701B.1D.07.3KT189 C
34701B.TH,99.0UR2478P
35-AD.AF.07,169H
36 cpx.CM.00. 00CMNYUS30

37_cpx.CM.00.00CMNYU926 . . . . e . s GA-

38 BF1.UY.03.UY03 3389 .. . .. ...IC- AACT GTT- G-

39”BF.BR.04.04BRRJI179 C---A A . . . ...TC-GA-T-G-T-GC
. AGT L o L T-CT---A

44 BF.CL CGSO AUK
46-BF.BR.07. 07BR FPS625

477 BF.ES.08.
48701B .MY.G7.G7MYKT021
49_cpx.GM.03.N26677
51701B.SG.11.115G HMO21
52°01B.MY.03.03MYKLO18 1
.MY.11.11FIR164 ~
54-01B.MY.09.09MYSBO23
55_01B.CN.10.HNCS102056

)

.87.ANT70
CM.91.MVP5180
CM.98.98CMA104

.VAU
SN.93.99SE7MP1299

US.97.97US08692A

i

.02.DJ00131
CM.04.04CM_1015_04
CM.06.U14842
195.YBF30
CM.97.YBF106
FR.11.N1_FR 2011

CM.06.U14788
FR.09.RBF168

CPZ.CD.06.BF1167
CPZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

= 4

O OO PEEIEE 000000 OB>>0

3.

TAATA--YTGTGT--.-T-..
TAATA- - -TGCAT-- . -T-
,.T--.-T-CTGTGG
CAC.-T-

VU Z=Z=Z=Z== 0000000
o
=
@
~
lalakalab-Talalnlnlnkalnttnlnlnlnkalalnln]

.A---G 6161

HIV-1 Genomes
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B.FR.83.HXB2
Vpu

Al.AU.03.P51044 Dag@
Al.CH.03.HIV_CH_BID_V3538
A1.ES.06.X2110

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
BDF .04 HIV DE BID V4131
B.DK.07.PMV)
8106:65 6500~ 160584
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06_ANG125
FI. -ARE933
: -VI850

.07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™

Vpu transmembrane domain end

GTAATCATAGAATéTAGGAﬁAA¥ATTAAGA

T
T
-T
T
T
T
T
T
T
T
-T
T
T
T
T
-T
6T

T

G-GG-TA—G-Tii

-G-GCT-T-G-T
GT
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Vpu transmembrane domain end
B.FR.83.HXB2 I i I TOTeTRe T GTAATCATAGAATéTAGGAAAA¥ATEAAGA CSAAGAAQAATAGACAGGTTAATTGATAGACTAA 6200

.PT3306
SE.93.SE6165_G6165 . . . ..
BE.93.VI991 . . . . . ---C-G.---AG.
BE.93.VI997 T-T--C- C . . . . --GT-GG---AG.
CF.90.056 T-T--C -CG- A A . . . . AT -AA---T-GG----G.

.00.00GBAC4001 . . . . ---C-GG--CAG.
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™
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~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

21 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

197.YBF106 . . T o . . . . . 57
FR.11.N1 FR 2011 . . G----AA TAT-- .. . . o . . TIAGCCACAL I 1ACIEIAAI L S
CM.06.U14788 . . YT---GGG-AG. . . . ..--CC-YC--TT-GTGCTA- - -GA-AG-GA- . ... .AGRGAT- -GT-T-TRCAAAGGC-A-CA- -GTGG-
FR.09.RBF168 LiGG---TT-C----TTGCATT--- ZCC-GC- -TTTGTGCTA- - -GAGAG- GA- AGGGAT - -GT-T-TACAAAGGC-A-TA- - GTGG-

CPZ.CD.06.BF1167 6T A CTGG ATT, -C-TATT-GT-TATA-AAC- -G-GCA-GA-
CPZ.CM.05.SIVCpzMT145 . GC- . . : . : T-A-

VUV ZZ==Z=Z= 0000000
o
=
=)
N

CPZ.GA.88.GAB1 .. .-GCTT-. T GCT G
CPZ.TZ.06.SIVcpzTAN13 G G-G A-CT---ATT AAGA AG- A GCAT. . G--GCTG- -G--A- G AAGG
CPZ.US.85.US_Marilyn A . G-A---A-GGT--TT---T-G-GA-AA-C---GGAC-- . . . .. AA--T-A C-2CAG-G--TC-A-ATC-TT-A--A---A-C- 6289

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



001

€107 wnipuadwo)) duanbag ATH

5.FR.83.HXBZ

>
-
=
c
©

.P510447D350
03.HIV_CH BID V3538
06.X2110

.60000
06.06KECst 001
11RU6950

.pR463F
95.5E8538
.A341
.01UADN139
.p191845
.04ZASK162B1
.97CDKTB48
.01CM 1445MV
.94CY017_41
04AR143170
PS1038 Dayl74
DEMBO9B0001
6BR1119

502 1191 03

HIV_CH BID V4408
DEMB1OCN0OO2
PCMOO1
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>
=
c
>
©
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= =

= %)

I3} m

coo
ARENRNRPEANHONOWW

ul9
CY266
HIV DE_BID V4131
PMVL 1
05D0" 160884
P2149 3
DEMBaBFROOZ
05HT_ 129389
05JM_KJ108
R6538
07KYY4
67 30 36

03PY PSPBI 5
11RU21n

AA040a WG1l
01TT CRC50069
WCYS LM49
.01UAKV167
.ES38

“UY.02.020Y_TSU1290
.VE.10.DEMBIOVE0O1
. 2.02YE507

7
b
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HFREERIHWNONONITIWOOUINROORORNI0OORE VoV
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B
B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

c. .ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BNO7621
¢ "YNRL984D
¢
c
c
¢
c
¢
¢
c
¢
C
¢
¢
C
c
¢
c
D
D
D
D
D
D
D
D
D
D
D
F
F
F
F
F
F

.ES.07.X2118 2
.ET.02.02ET 288
.GE.03.03GEMZ033
. 8.98I5002

. 3.D24
.KE.00.KER2010
.MM.99.mIDU101 3

. .C0178
.US.98.98US MSC3018
. .TRA3011

. L02YE511
.ZA.10.DEMC10ZA001
.ZM.02.02ZM108

. 3.ELI
.CM.10.DEMD10CM0OO9
. 6.CY163

. .A280
.UG.08.p191859
.YE.02.02YE516
.ZA.90.R1

.A0.06.A0_06_ANG125
.ARE933

1

1.

1.
1.BR.07
1

1

.V,

.07BR844

. 8.CY222

.ES.%I.EEMFIIBESGGI

.96FR MP411

.BCI_RO7

8.D88 845
.DEMF210CM00O7
.CM53657

.96.DRCBL
CM.10.DEMG10CMO08
CN.08.GX_2084_08

.99.Cu74
ES.09.X2634_2
GH.03.03GH175G

KE.93.HH8793 12 1
NG.09.09NG_ST62~

Env start

TAGARAGAGCAGAAGACAGTGGCA, . ATGAGAGTGAAGGAGAAATATCAGCAC. .
S G _##N E S E G _E S A

-ATCA-CAC-T-.

-ATCA-C-C--

-GC
-G-CA-CAC- TA
-G-AAACA- -

-GTCAACA- -
-GTCAA-AC- -
-ATCAACAC-T

-ATCAC-AC-TA.

-G-CAA-AC-T
-ATCAACAC T

-GTCAA-AC-T-.
-G-CA-CAC-T-.

-G-CAACAC- TA
G-CA-CAC-T

.-G-CCACCC-T-.

. .CTCCTTGGGATG. .
A D

sowouan |-AlH

Vpu end
Env signal peptide end
.TTGATGATC. . .TGTAGTGCT
V.D D L x

FEnv gp120 start
ACA 6317
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B.FR.83.HXB2

PT.x.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

0.056
.00GBAC4001
CD.97.] 97DC_KTB147

SE.94.5E9173°7022
€D.97.97ZR EQTB11

.CM.96.96CM_MP535
AE.AF.07.569M
“AE.CN.09.1119
~AE.HK.04 ,HK001

P x,DR049

.04.BKM
_AE.TH.09.AAllla WG1l
“AE.TH.90.CM240 —

.98.98VNND15
.08.DE00208CMOO1
.06.P1261
.91.DJ263

—AG.GH.03.03GH181AG
x.P0C44951

.x. IBNG

—AG.SN.98.98SE_MP1211
AG.US.06.502 2696 FLO1
’AG.UZ.GZ 02070683~
B.RU.97.KAL153 2
~cpx. CY. 94 94CY032 3

BE x
6" gx
7"BC.CN. 98 98CN009

8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911
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14’38 és és k1870’

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU839
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

51 01B.SG.11.11SG HMO21
52°01B.MY.03.03MYKLO18_ 1
53701B.MY.11.11FIR164
54_01B.MY.09.09MYSBO23
55"01B.CN.10.HNCS102056

.ANT70
CM.91.MVP5180
CM.9§.38CMA104

VAU
SN.99.99SE MP1299
10.LTNP~
US.97.97US08692A
.02.D300131
CM.04.04CM 1015 04
u14832 -
LYBF30
CM.97.YBF106
FR.11.N1_FR 2011

CM.06.U14788
FR.09.RBF168

CPZ.CD.06.BF1167

VUV Z=Z==Z=Z= 0000000
o
=
=
~

1
CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

Vpu end
Env start Env signal peptide end

TAGAAAGAGCAGAAGACAGTGGCA . ATGAGAGTGAAGGAGAAATATCAGCAC. . . .CTCCTTGGGATG. . . TTGATGATC. . . TGTAGTGCT. ... ..... ACA 6317
) S__G_ ##N E S E G _E S A D VD D L *

6263
5720

CC
“ATCEACAC-T
-G-AAA-AC-T
-G-CAA-AC-T
-G-CA--CC-T
SG-CT---C-T
-G-CA-CAC-T-
-G-CA--C--T-.
..GG-CCA-AC-T-.

oo
— =

G- “c-¢- GAT AGT. .

G- -GAGGA - CA-GAAG --A-C- CCA---TTGAGC. CTT 6364
AG C-A---CCA---TTGAG- . TAT 6351

G- --A-C-CCA---TTGAGC. -T 58
G- --A---CCA---TTGAGC. TGT 5888
--A-C-CCA---TTGAGC. TAT 6375
A----TC-T- --A---CCA---TTGA-C. T-T 6279
A-T-A----GA-GA-CA-GAAG ~-AG- -GTCATCTT --A---CCA---TTGAGC. T-T 5776

T--G--TGC-GATTGGT. -G-CCATTC- TE..

-G-CCATTC-T

TGGG . -G-CTACTC--C.
T--G--TGC-GAGTGGTTGGATGGGGATGAAGAGTGGT -G- -TACTC-TC.
T--G--TGC-GAGTGGT -G-CCATTC-TC...vvvvin o= =TCTCCT-ATA-G-T-- ittt it T
T--G--TGA-GAGTT-T.. -G--CACTC-TC. .--C- AGGTAAT G GT-

AG---AC-T
--AG---AC-T-

A--A-G CT--T. A CTA A-

TACT-T...AATG ...-GT 5803
.G-AA-ATACT-T...AATGCT--T.. . A-CT-----......... -GT 6367

“A-TT--CTTGG-TT--.

--A-TA-TTG-A. . L----TCCT- ACA TT--TTTCTGTTG AA-C- AGGAA TGGA 6409
-G------ GAACTC --C--G-CCAT--G---CAAGT-AA-CCT---TGGA-G- - -CGCATCC---TT--G-. - 5862
-G-AAC--C-TA. C-A-C-CCA 6384
-CCA-TG-C-TAA 5937

.-G-CTA--T-AT

HIV-1 Genomes

Env gp120 start
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B.FR.83.HXB2
nv

.03.P510447Da¥0
.HIV_CH_BID_V3538
.06.X2110

.60000
.06.06KECst 001

.11RU6950
.07.pR463F
.95.SE8538

.01.A341
.01.01UADN139
7.p191845
.04.84ZASK16231
97.97CDKTB48

101.01CM 1445MV
194.94CY017 41

.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119

.502 1191 03

.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

.CY266

HIV DE_BID V4131
LPMVL 011
105007160884

. DEMBOBFRO02

.O5HT 129389
.05JM_KJ108
R6538

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

.01.ARG4006
.07.DEMCO7BR0O03
.00.00BWO7621
.98.YNRL9840

9. CY:

.03GEMZ033

.98.9815002
.03.D24
.00.KER2010
.99.mIDUl1O1 3

.C0178
.98.98US MSC3018
.01.TRA3011

.02.02YE511
.10.DEMC10ZA001
.02ZM108

LELI
.10.DEMD10CM0O0O9
6.CY163

7.ML415 2

.04 . 04KBHB
190.SE365
199 MNB11

.01.A280
.08.p191859
.02.02YE516
.90.R1

.06.A0 06_ANG125
.ARE933
.VI850
.07BR844
.CY222
.EEMFIIOESOGl
.96FR MP411
6.BCI_RO7

.D88 845
.DEMF210CM007
.CM53657

.96.DRCBL
.10.DEMG10CMOO8
.GX_2084_08
.99.Cu74 ~
.09.X2634_2

.03GH175G
.93.HH8793 12 1
.09.09NG_ST62™
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B.FR.83.HXB2

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™
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o
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@

11
>
[Alalatatatataty]

[

=

w

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

19” c X CU 99
2 .CU.99. Cu103
21", 2D KE.99.K

22°01A1.CM.01. O%gM GOGIBBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

[alalalalalalaNalal

Z GAG--AGT---T--C--C

-»A--C---

GA G--A T»»»T--C--C

G
-GAA- T--TGAAGTT--CT G

-G
~C-T--T--TGA-C-GGTA-

SA--T--T-
S iGA--T-T-GAG--A--CT----C---- [ A--G----- c

“AC-AC-A--

SAG---T-
AG-G-T-

-CCT-ACAAGC--T-
-CCT- ACAﬁGC--T-

-AAGC-
-AAGC-

-AAAG-
-ACAG-

-ATCGCT-AC-AGC-RW- - -

-G
Grennn ATCGCT-AC-AGC-A- -

CAG-
--CAG-

I——ETCA——A——G T- GCAAGC— -C- ACC——

C---C--CA-C -T
A~GCAG- - -CC-~Cn-CA-nmmmmmmmmon G--A----- (o e | CA

HIV-1 Genomes

AQAT[GTGGGTCACAGTCTATTATGgGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT%TGCATgAGATGCTAﬁAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTETGTACCCACAGACCCCAACCCACGAGAAGTAGTATT 6481

58,
5791
6528
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V1 loop start

B.FR.83.HXB2 G...GTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACC. . CCACTCTGTGTTAGTTTAAAGTGCACTGATTTGAAGAATGAT ..........
Env VN VT E N F N M W K N D M V E QM H E D I I S L W D Q S L K P C V K_ L _ __C V.S L K _C _

Al.AU.03.P51044 Dag@ . . C T- GCC*—GA GTC TCTT*
Al.CH.03.HIV_CH_BID_V3538 . -T-A----GCC--C-GAACA.
A1.ES.BB.X2110 . ¢ C--TGGCC- -AATG-C-

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
BDF .04 HIV DE BID V4131
B.DK.07.PMV)
8106:65 6500~ 160584
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06 ANG125
FI. -ARE933
: -VI850

.07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™
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V1 loop start

B.FR.83.HXB2 G...GTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACC . . CCACTCTGTGTTAGTTTAAAGTGCACTGATTTGAAGAATGAT .......... 6635
Env VNV T ENFNMWKNGDMVYEQMHEDTITISLWDSOQSLKG®PCVKL.T “C V.S L K. C. ;
G.PT.x.PT3306 6581
G.SE.93.SE6165_G6165 6038
H.BE.93.VI991 6013
H.BE.93.VI997 5940
H.CF.90.056 5975
H.GB.00.00GBAC4001 6143
3.CD.97.] 97DC_KTB147 5835
7.CM.04.04CMUT1421 6146
J.SE.93.SE9280 7887 3054
J.SE.94.5E01737022 5955
K.CD.97.97ZR EQTB11 5830
K.CM.96.96CM MP535

AE.AF.07.569M e GCA--GCT--CTTAACC.

1
1"AE.CN.09.1119 A . --CA--GCT--TTTG-CC.
1AE.HK.04.HK001 .. --CC-GGCT--TTGGA-A 6005
1"AE.JP.x.DR0492 --CA--GCT--TTTGACCCATAACATAA 6656
1"AE.TH.04.BKM s -CA--AA-GTTCGG-CG 6596
17AE.TH.09.AAllla WG11l A T . —*CAC GCT**CTGGACC.
1"AE.TH.90.CM240 A G G T . T CA .
17AE.VN.98.98VNND15
2”AG.CM.08.DE0O208CMOO1 6009
2" AG.ES.06.P1261 . 6076
2"AG.FR.91.DJ263 G-C CAGC. . .. 5986
2”AG.GH.03.03GH181AG A -C- C--T-- . . 6661
2"AG.LR.x.P0C44951 A -C---GG T--TCA-A-CA-C--CTC-AGC 6630
27 AG.NG.x.IBNG A -C----G-T--TCA-A C--C--CAG 6162
2_AG.SN.98.98SE_MP1211 A G 5843
2-AG.US.06.502 2696 _FLO1 A 5835
27AG.UZ.02.02UZ0683 A 5828
3”AB.RU .KAL1 5848
4’CEX.CY 94.,94CY032_3 A 6005
5 DF.BE.x.VI131 A 6023
6_cpx.AU.96.BFP90 A 6671
7_BC.CN.98.98CN0O0O9 A 5966
8”BC.CN.06.nx2 A 6560
9~ cpx.GH.96.96GH2911 A ---- 5846
0-CD.TZ.96.96TZ BFO61 A 6032
11 x.CM.95.95CM 1816 A 6004
AR.99.ARMA159 A 6636
13 ch ™ 96 96CM 1849 6045
ES.0 6108
15 01B.TH. 99 99TH MU2079 6031
16-A2D.KR.97.97KRD04 6001
17°BF. AR 99. ARMA038 5845
18 cpx.CU.99 5934
19° c X.CU.99, 5839
2 .CU.99. Cu103 6108
21", 2D KE.99.K 5836
22°01A1.CM.01. OICM GOGIBBY 5841
237BG.CU.03.CB118 6084
247BG.ES.08.X2456 2 6092
25 cpx.CM.02.1918LE 5849
26_AU.CD.02.02CD MBTBO47 6635
277CEX Fi 4.04CD_FR KZS 6631
28 BF.BR.99.BREPMI2609 5997
29”BF.BR.01.BREPM16704 6029
31"BC.BR.04.04BR142 6124
32°06A1.EE.01.EE0369 6276
33701B.ID.07.JKT189 5936
34-01B.TH.99.0UR2478P 5837
35 AD.AF.07.169H 5841
36_cpx.CM.00.00CMNYU830O 5850
37 cpx. CM 00. @BCMNYU926 5828
38 BF1.UY.03.UY03 3389 6061
9~BF.BR.04.04BRRI179 . 6118
40 BF.BR.05.05BRRJ055 . 6144
427 BF.LU.03.1uBF_05 03 . 6169
43702G.SA.03. 23 . 6166
447BF.CL.00.C . 6083
45" ¢ x.FR 04.04FR_AUK . 0024
46_B R.07. 07BR FPS625 . 6068
477BF. ES 08.P1942 . 6079
48~01B.MY.07.07l MYKTGZl . 5840
49 cpx.GM.03.N2667 . 6059
51701B.SG.11.11SG HM021 T.. . 5835
52-01B.MY.03.03MYKLO18_1 T.. . 5949
53701B.MY.11.11FIR164 . . 5972
54-01B.MY.09.09MYSB0O23 T.. 6037
55_01B.CN.10.HNCS102056 T.. 5942
BE.87.ANT70 T.. 6682
CM.91.MVP5180 T. 6675
CM.98.98CMA104 T. 6126
FR.92.VAU T. .. 6200
SN.99.99SE_MP1299 T. . . 6693
US.10.LTNP™ T. ——A——CCAT ................... 6588
US.97.97US08692A T. -A--CA-AC-A-TCA--TCTAAAGAAA 6101

--T-AC---AGCT- TGGG G

--T ACA- -AGC- - TGGGA - -AGTGCAGGGA 6202
-T--A---AGCG-TGGG- - -GGGACAAATA 6017
-T-GC--C-GC-GC-CG-T-
-T-G---A-GCC-C-G

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

=>4 >> >>>>>> >
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4
4
9
6
7
4
0
1
9
9
4
7
5
9
8
. g.O3GEMZOO4
5
5
7
0
7
3
1
7
1
4
1
1
2
0
2

B.FR.83.HXB2
nv

.03.P51044 Dag@
.03.HIV_CH_BID_V3538
.06.X2110
.60000
.06.06KECst 001
.11RU6950
.07.pR463F
.95.SE8538
.01.A341
.01.01UADN139
7.8191845
.04.04ZASK162B1
97.97CDKTB48

101.01CM 1445MV
194.94CY017 41

.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119

.502 1191 03

.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

.CY266

HIV DE 81D V4131
20500 160884

. DEMBOBFRO02

.O5HT 129389
.05JM_KJ108
R6538

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

.01.ARG4006
.07.DEMCO7BR0O03
.00.00BWO7621
.98.YNRL9840

9. CY:

.03GEMZ033

.98.9815002
.03.D24
.00.KER2010
.99.mIDUl1O1 3

.C0178
.98.98US MSC3018
.01.TRA3011

.02.02YE511
.10.DEMC10ZA001
.02ZM108

LELI
.10.DEMD10CM0O0O9
6.CY163

7.ML415 2

.04 . 04KBHB
190.SE365
199 MNB11

.01.A280
.08.p191859
.02.02YE516
.90.R1

.06.A0 06_ANG125
.ARE933

.VI850

.07BR844

.CY222

3 .EEMFIIOESOGl
.96FR MP411

96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.96.DRCBL
.10.DEMG10CMOO8
.GX_2084_08
.99.Cu74 ~
.09.X2634_2

.03GH175G
.93.HH8793 12 1
.09.09NG_ST62™

. .ACTAATACC. .
TN T

..-C-GC-...
GACACTAGTTATAACAACAGC - - Z6TC-C- CAG...

CAGGAT----C--CA-

TGTACTGCATCC-ACT- C CT...
. .GTCACCAACACCAATGGCACCAGC-CC--C--CTC-. ..
AACCTCACTGATGATACTG- - -AC- ACCC-

CC ..
.AATAGTAGTGC-GC--A--C-...
ACTAATAATAAT - CC-A--AT..

...... . AATGCTAC AT...

. .AATGCTACTACTACCACTGCTGCT-C--CC-C---G
AATGCTACC--C-CC-A--AT

ACCAATGT -CT
AGTAGTATGAATAGTATTAATACC--G-A--A---T...
AACT-T---C-A-GAT..
TGCACGAATGATATCCGTACTACTGC--AC----CT...

................. GCAGTAATGG- -CCTAC-AT. ..

CACAATAATACAACCAGCAATAGT C--C-Gcccc-

GTTACTAAC,
.ACCAGTAGTGTTAAAGAGAATACCACC-

AATGGC-C--TGG-G. ..

AGTAATGCCACT-CC-
TGTCTGCTAACCAAAGCAGCCCCATTTCCCCCGECCCC-CCCCA-A
AA GGCAATAATAACTCC CACAA-AT

.GATGCC-GT-AA

.-AT-GT-CCTCC.
.CTC-ATGAT-CC.

.--TT-T-AC-AA

L-CCTAC--TGG- .
LGTC-ATGAT-CC.

-T-ATGAT-AC

CE GT-ATGAC.

| CAC-CTGAT-AC.
TTC-ATGAT- CC.

AT--T-ATGAT
AC--A-C-GAA

.. -ATG-C-CT-CA.

GAGAAAGEAGAGATAAQAAACT%CT%TTTCAQTATCA%CACAAGC 6716

sowouan |-AlH

Vlloopend, V2 loop start

AC
--T-G--A-CCA-

.---GG- -A
" ATAGGG-A- - -A--G-
.AGTGGG-TTC----G-

JACT--T-CT--CTAT----- T--
ACCT-CAAG--A--G-

A-T-CG-T

+<=G-GAA- -GA= =G === - e G-A-C----
-ACCG-CAC---C--G-6-

GTA GA--G-C -------------------
;

ZAéfGGGATG»-A--G-
CTCC--T-ACT

A-C
“A-C----GAA 5922

sowoudn) addwo)) zddAIS/T-ATH
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LOT

B.FR.83.HXB2 . .ACTAATACC. .
TN T

PT.x. ..GTA-CC-G

PT3306
SE.93.SE6165_G6165 ..GGC--C-AA.

BE.93.vI991 ...
BE.93.VI997
0.056
.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535
AE.AF.07.569M
_AE.CN.09.1119
AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

AX LLULL ITIT OO
)
@
=3
o

|
>
m
-
SO~
@

|
>

[N
[Alalatatatataty]

[

=

w

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61 .
x.CM.95.95CM 1816 ..TG--C--AT.

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

21" 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. OBCMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08 1942
48 01B.M

07l MYKTGZl ..-G-GGA-AT.

49" c x.GM.G3:N26 ..-ACTCC--A.

5170 B.SG.ll.llSG HM021 ..........
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104

GTAGAGAAGAATAATACTACTTTAGGGAATAGC - - CT-C-C- - .
.......... GCCAATAATGCCACTGCCAATGGC-C-CAA-A-. ..

. AGTACTAGTACAGGC AC--C-CT...
..AGAAATAATAGCACTGATAATAGC C-GAA-CC-A-...
........... AATGTAACAAAAAGT - - - -AC----CA. ..
. .. AGTAGC GC-C-GTC-AT..

CTC--AC---...

GATAACAGTAAT -CC-C- - - -CCT
ACCCCCGCTAGTCCA-CC- - -GAT

CAA, AACG---CC-A--T-...
...... AATAGC-CC-A--A-GCA. ..

.AACACGATC-C-GAC-AA-TA. ..
......... GCG--C-CATCCTAT. .

. AATAACATA-CC- A GCCTCT. ..
ATC

ACCTCTAACAGCAGCAATAGCAGCACC

CC--TC-AC--G. ..
ACCTCTCGCG-AGTC-AC-CA

CACTGCCAATTCC-CC-CC- ACTC-

TC
I TTAGGTAACAATAGTACTAATAGTACATTAGG- -AC-A- - -

AGTAATGG- - CCT-C- ATZI
ATT--GG---CCTA- .

.......................... -GC--C- TC-AT. ..
.AATACTGATGTTAATAAGACTAAT - C——A—*A G .

GCCACCAAT G C- CAA-

L IGCGAAGGEIT

ATTAATGGTACTAGTG-GG- A CC A
AACACAGTCAATGTCTC A-T.

. AA-CC-CT. ..

...... ACTAATGGC-C-CA--A-. ..
ACCCAGGGGGGAG- - CAA-AC- -~ ..

. . NNNNNNNNNNNNNNNNNNNNN
AATCACTCTGATGCC-C-GECGE- . . .
"""""""" CICAAZAAL L
................ AAC'?AGA&'CA'CAIII
| GECARTAACACCARTCACACE -CACCE - Coo o
..... AACAARTAGCACAACCT - --C- SALGTZI
. AAAARTARA-C--T--CCTCT. ..

- ACAACCATG- - - -AC-CA-CT. .

ATAALC.C GAC-EA €

FR.92.VAU .. -ACAAACAGTCCCTTAAACTCAAAC. .

SN.99.99SE_MP1299
US.10.LTNP™ ...

AAACAATAGCTCCATA

V1loop end,

LAGT GA-
- ~GTG-CCCCAGA-
e T
L--2CC---G-CA-
.»G--G--A»»-A-

:»-T GCAATA c CC-TG
1---GC---G-CA---C
1-CT-C--A---A--G-

. C

GTTC---AGGAA . TeeaCCaann c

- NNNNNNNNNNNN ; - NNNNNNNNN - -A- - -

{GTT-AATGTGAA . --TGTG---A-CT--
1---CC---6-CC---C
--CTGTT-A------G6-

.GTC--AGG- -AT.
.GAC-CACC- -AT
CELGGEE 1T IARATORG

e S v FYa S A e

GAGAAAGEAGAGATAAQAAACT%CT%TTTCAATATCA%CACAAGC 6716

V2 loop start

-A-C----GAA A 6677
“C----GAA 6143

CT---GC- 6100

----GA- 5920
-2 -GAA 60

TAA---T---G TT 610
26-G---C-6--TGAC--T---G-A- €T---GT6 0284

A-T-C-AAG-
AT-ATGAT- CCAGCAGT%C#GCGﬁéCCTTG G---C- G--TGAA--¥---G A-C----GTT 6780

US.97.97US08692A AC-ACTC- - -AAACGATAGCTCAATAAACCCTATAAGC. . e
ATGAG- -AGAA . AAACCAGGAAATGGG - CAGACCTA. .

VUV ZZ==Z=Z= 0000000
o
=
=)
N

.02.DJ001.

CM.04.04CM 1015_04 RG- -AGT - GA-AATGGGGAATTAGATATA

CM.06.U14842 GT-G-GGA- -TAACAGTAGCAGTGAAAATGTGGCAAGGAATAGTGAGACAGGGACAACAAAT - GCCTAGACCTA. .

CM.95.YBF30 GAAAGGAACAATACAAATATGACAACAAGAG-ACCAGAC-TA. .

CM.97.YBF106 -C AATAGGACAGAGGATCTA e

FR.11.N1_FR 2011 GC--A TA- ATAACACAAGTAT TA . . . e e .

CM.06.U14788 .. GACTGTACTAATAACTCCTCCAGGGTTAATAACAGC-CCGAC--C-C-. .. . . AC. . CC-GC-A-»CC .A-TCC- TT»»-

FR.09.RBF168 GCTAGCTGTAATAATAACAGT -GCTCCTC-GTG A TCC-TT---T
CPZ.CD.06.BF1167 ~ GA-A----G-AACAAAAAATAATACAAGTCTAGAAGAT . o ottt et ettt ettt et e s e s e et aanans
CPZ.CM.05.SIVcpzMT145 . . . LTCCT-C-CT

CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13

CPZ.US.85.US_Marilyn

GCA-C---TGTA 6633

---A-C---TGAA 6197
-G-A-C---TGAG 6184
-GCA-C---TGAG 6237
-GCA- C---TGAG 6309

-A-C-- G 6276
GGCA- C---TGAG 6088

CA-C-----TA 6229

T EIIEA 5
T---T---CAA-CT---GAA 6832
TAGC--T---G- - -CA--TGAA 6249
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B.FR.83.HXB2
Env

Al.AU.03.P51044 Dag@
Al.CH.03.HIV_CH_BID_V3538
A1.ES.06.X2110

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
BDF .04 HIV DE BID V4131
B.DK.07.PMV)
8106:65 6500~ 160584
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06_ANG125
FI. -ARE933
: -VI850

.07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™

<o -AA-A---GT-T--C----
AA--T-----T-C-C--
TT--C---G

. AGAATAGT . . .
- ACGGACAATGTTACGCAGCAA . © . |
. .AG-GAAAATAAGAATACATCAGGT .

-AATAATGAGAATAAT.
C-GATAATAATGAT

-AATACTTCTACTAATAAT. .
-AAGGATAATGGT

.- --AGTAATAGTACA.

AAGAAATCTAGTGAAAAC .
AATAGTAAC.

. AGCA ; .
- AC-AATGGGCCACTCAACAAT . |

C-AAGTAAARACAATAGAACT
-GCCAAT

ATAATAGT
-AGTAGTAATAGTACAGGT. .

sowouan |-AlH

ATAGT GA*—GTGAG
AATAGTAGTGAA GATAT -AG
AGT-G--GTCAG

AATAGTAGTAATAGT - G- GAAGAG

. AATGATACTAAT-G- - - TCA
.AGTAACAAT-A- -GTGAG
AATGAT

.AACAATGAT - -GCAGCCG
AGT-A---TCTG

sowoudn) addwo)) zddAIS/T-ATH
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601

B.FR.83.HXB2

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JP.E.DR0492

.04.BKM
AE.TH.09.AAllla WG1l
90.CM240 —

“VN.98.98VNND15
.CM.08.DE0O208CMO01
06.P1261

E
G
G.ES.06.
G.FR.91.DJ263
g.GH.03.03GH181AG
G

G

AX LLULL ITIT OO
)
@
=3
o

|

>

m

-

T
SO~
@

|
>

.LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

19” c X CU 99
2 .CU.99. Cu103
21", 2D KE.99.K

22°01A1.CM.01. O%gM GOGIBBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

RGTfATTA?f—T
..... AT

. .AGTGA- -ATCAT

. -G GAAAGAAATAAA. . ......
. .AC-AGTAATAATAATAATAGT. .

-AGATTATAATGGGACTAATGGG.

LAAT-G- TCA
- ACTAAC-GG- -TCTG

-GAAAT AA. . . . . . .
-GGGTAATAACAGT. . . . . e

-CG
AATAAGAATAGAAATAGTAAT T -GTCAG
. AACAATAGTﬁgTﬁACAAT G- -GTGAG

AZIAGTAATAGTGGTAATAGT. .

. .AG-GACAGTAATGATACA
. \AG-AATGGCAGT
..~ -RGTAATAG

GAATAATGGTAGTAATAAA..
-AGTAATAATAAT........

o

. -AATAGC
. .AGCAGCAATAGC. . .
..--GGGTAAT......
..ﬁ--AGTAAT

HARAAT A HH A H

B I I I
OONNO T NOOONZONNOONOONOO

T--Al

GT-CA

. ART. 1 1GTCAG ST--A

.. AATAGTAATAGTAATAGTAGTAAT-G- -GT-AGTATAGGGAG- -T--A

.. AATAGTAATAGTAGTAATAGCAGT-G- - GTRAA -K--A

. AATAATAATAATAAT -G- - GTGA- --A

................. GAAAAT - A- - GTGAG --A

TC-A--C---GT-TCA---T-G--GGA-C-GA--G-G. . CA--A--T-A

-TC-A--C---GT-TCA---C-G-GTAAGG-TA--G-C. . . A--T-A

Tc- ~GT-TCA---T-G--CAGGT-TA--G-G. . . TACTToA

-TC-A--C---GTGACA- - -T-GG-TAAG- - TA-CGCC . . . -A-TT-A

TC-A--C---GT-TCA---T-G--GAAG---A--G-A. . A-TT-A

<TC-G--C---GTGTCA---T-G-C----T-G---G-C . AAAAAGAATAGCTCAAAT -GC- -A-TG A-TT-A

€G- -TC-A--Cr==GT-GCA- - CT-GGATAG-G-GA- -~ -~ .+ oo el AGTGAAATAGGT-AC- -AGCA A-TT-A

2 CAT-AC- -AAA-A--Co-~CT-~CT-TC-G---- - -GT-GAA- - -G--G-G-- -C-CA- -G C-A-T--A

-G--A--A---AAA-A--CT--CT--CT-TC-G------GC-GAA- - -G- -G-G-A-C-CA--G-G. . . C-A-T---

C AAA- . AA- - -K--S-MY-WR-CA- - - - - . C-A-T--A

G CA--GCC.riii il i, C-A-T--A

o L ZGGACTGAC C-A-T--A

AA- <o -G---A----A--G-C . .ACAGTCAAT C-A-T--Al

O o o o oY ~-A-TT-A--

-G-ACA--CC-----G--C-GA--6-G --A-TT-A

T-T----AC--AAA-A--C-GAT----T----G--C------ GAG- - (GAA-GACA-A- -C A-T--A

C- A-- - -AAAAGAC- - -TG- - -T-C--A--C---GTGGAG- -~ - - - -C=G - - - - - TT-A

T- U i S Yo Ly N L1/ YRRl PV TT-A

T-T--G-A-- - AAMA- - -CATT.-CT-T--A--C--- -GGOAA---G-T- -GAA- GA AGCC G

Toomna- AC--AAA-A-AC---TG---T-C--A------GT-GA----C-- GCT-AT--CA--<--..

HIV-1 Genomes
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V2 loop end
B.FR.83.HXB2 ?AACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGC 6981
Env N T S V I T QA CP KV S F E P I P I HY CAUPAGTFATI L KCNNKTFNGTGP CTNV STV QCTHGI R

Al.AU.03.PS1044 Dag@
. .HIV_CH_BID_V3538
Al.ES.06.X2110 = ~

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
B.DE.04.HIV DE_BID V4131
B.DK.@7.PMVL 011
B.D0.05.05D0” 160884
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06 ANG125
F1.AR.02.ARE933
‘BE.93.VI850

-07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMG10CMOO8
.GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1
.NG.09.09NG_ST62™

G
G
G.CU.99.Cu74 —
g.ES.@Q.X2634 2
G
G
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V2 loop end,
TAACACCTgAGTCATTACACSGGCCTETCCAAAGGTATgCTTTGAGCCAATTCCCA¥ACATT¢TTETGCCCCGGCTGgTT;TGCGATTCTAAAATgTAATAﬁTAAGACGTTCAATGgAACAGgACCATETACAAATGTCAgCACAGTACGATETACACGTGEAATTAGGC 6981

- 6945

B.FR.83.HXB2

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

0.056
.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535
AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JP.E.DR0492

.04.BKM
AE.TH.09.AAllla WG1l
90.CM240 —

“VN.98.98VNND15
.CM.08.DE0O208CMO01
06.P1261

E
G
G.ES.06.
G.FR.91.DJ263
g.GH.03.03GH181AG
G

G
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)
@
=3
o

I

>

m

o

x
oOhs
@

|
>

.LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683
B.RU.97.KAL153 2
Ex CY.94.94CY032_3
BE.x.VI1310

x.AU’ 96, BFP9Q
—BC.CN.98.98CNO09
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

21 2D KE.99 . Ki

22°01A1.CM.01. O%gM GOGIBBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn
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>H>P>>> B> PED>RE DRED>DD

[alalalatata N
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>>>>> >> PP POO>>

AGOBE OO AOONAA BBBB>

<A---C--CT-T--G--C-

--CA-A CGGT——-TACT--
---A- TTCAGTG--TQET--

-AT--GACAGTT-T-AC---C
-ATC-GACAGT--T-AC---C

HIV-1 Genomes
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V3 loop start
A
. .GAAGAGGTAGTAATTAGATCTGTCAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACACATCT. ... .. GTAGAAATTAATTGTACAAGACCCAACAAC. . . AATACAAGA. .. 7136
E_E V V I RS V N F T D N A K T I I V Q L N_T_S V. E I N _C_T R P _N_N N T R _._

AL.AU.03.PS1044 Dayo - A-TAG-AC-A-G-
. "HIV_CH BID V3538 “G-A-AA--A-G-
A1.ES.06.X2116 ~

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Day174
B.BO0.09.DEMBOIBOADT
B.BR.06.06BR1119
B.CA.07.502 1101 03
B.CH.04.HIV CH BID V4408
B.CN.10.DEMBIOTNGOZ
B.C0.01.PCMOO1
B.CU.99.
B.CY.09.CY266
B.DE.04.HIV DE_BID V4131
B.DK.07.PMVL 011
B.DO0.05.05D0 160884
B.ES.00.
B.FR.08.DEMBOBFRO02
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05]M_K1108
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.00.671 00T36
B.PE.07.502 2649
B.PY.03.03PY_PSPO115
B.RU.11.11RUZ21n
B.TH.07.AA040a WG11
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.02UY_TSU1290
B.VE.10.DEMBIOVE@Q1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.98.YNRLO840
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.03.D24
C.KE.00.KER2010
C.MM.99.mIDU101 3
C.MW.93.93MW 965
C.SN.90.90SE 364
€.50.89.893M 145
C.72.02.C0178
C.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC107A001
C.ZM.02.022M108
D.CD.83.ELI
D.CM.10.DEMD10CMOO9
D.CY.06.CY163
D.KE.97.ML415 2
D.KR.04.04KBHB
D.SN.90.SE365
D.TD.99.MNO11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA.90.R1 .
F1.A0.06.A0 06 ANG125 T S TA--A----C---A--
F1.AR.02.ARE933 C- C
“BE.93.VI850
.07BR844
1CY222
-DENF11085001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657
.BE.96.DRCBL
G.CM.10.DEMG10CMOO8
.GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74 —
g.ES.OQ.X2634 2
G AA
G.NG.09.09NG_ST62™ C---T-AT-AC-- - -AA--C-CT-GCC-A---A-C-
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B.FR.83.HXB2

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™
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mn [=laP3-3-3-31
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~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

19” c X CU 99
2 .CU.99. Cu103
21", 2D KE.99.K

22°01A1.CM.01. O%gM GOGIBBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

V3 loop start

GAAGAGGTAGTAATTAGATgTGTCAATT;CACGGACAATGCTAQAACCA¥AA¥AGTAC66CTGAACACAT%T ...... GTAGAAA;TAATT%TACAAGACCCAACAAC
TGI-AA-TA-GG--
©-G-A-AA- -AA-G-

- A-TTT --AGG- -GA-- --AT--C
AAAA- - -A-T--A- -ATCA- -A- -G-AT--C
AAG--A-T--A- feen T--CGC AT--CC-
T- 6GG-G-A- - -CC-GA--ACC
-ATG-- - -AT--C- ----GACC--A--TT-

A “A-G----AT--CC-----ACC--A--TTATA-C
A-TT-A-CT-C--GC--C-AT--C-----GACCT-A--T--TA--
rve;6-66:-ATC-GT-G--G- -ATG- - -TGAGATA
YR-SAT. .. AAWG-T-AT--GT-G--G--ATG- - - TMAGA-A
-GAA AT 8 GAT GCAT: CGéGchTGATC GT-G--G--ATG- - -T-AGA-A

- ZGGGGT-ATC-GT-G--G- -ATG
R ATC CTee 1@ TATE TR A
1CCCT--G-A-TTA- -CAG- - -G-GT-A- T-CA-GA- - -GT-- C-- ---A-AT-A- -TGAGAG- .--GTC-C-C-CC-
B o S VL S LI NS VY S L GA --GTC---C-CC-
AAC AAgGCATAC AL --AG-AGC- -AAC-T (C-AT--T--A A——A AT—C——T—A—G—AACGGTCT TA-C--A-C.-
CiAete Al
--C-C--A-CC-

. .AATACAAGA. ..
N_T R _.

G-C-T-.

.. {GCAGAGGT-
L .CTG--GGT

GA- --
G-C-----TT

Genomes
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B.FR.83.HXB2
Env

Al.AU.03.P51044 Dag@
Al.CH.03.HIV_CH_BID_V3538
A1.ES.06.X2110

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B.BR.06.06BR111
B.CA.07.502 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
BDF .04 HIV DE BID V4131
B.DK.07.PMV)
8106:65 6500~ 160584
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06_ANG125
FI. -ARE933
: -VI850

.07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™

C “A-
C---AT-CA-AA--A
ceeaT--A-A---A

-C-ll
. -GCA-GATG-T

--C---TGAC-T---

V3 loop end,

GgAAATATGAGACéAGCACATTETAACATTAETAGAGCAAAATGGAATAACACTT[AAQACGGATAGCTAECAAATTAAGAGAACGA

-TG -G--
A--T-TGA--C-GA-CG--A-

sowouan |-AlH

-- ATC..
GGAACT-C---A-A-GACC. .

7280
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STI

V3 loop end,

B.FR.83.HXB2 GgAAATATGAGACéAGCACATTETAACATTAETAGAGCAAAATGGAATAACACTT[AAAACGGATAGCTAECAQATTAAGAGéACéA 7280

PT.x.PT3306 AA CT - -ACA---GA-CTA-G--.. C.. 7247
SE.93.SE6165_G6165 -ACA-A-G--CTA-G--..
BE.93.VI991 .. ...-C---TGAC-TC-
BE.93.VI997 .. ...-C---TGAT-TC-
CF.90.056 CTA-G--.. ...-C---TGAC-TC-

.00.00GBAC4001 A .. ... -C---TGAAGTC-
CD.97.] 97DC_KTB147 --CA--TGC-ATA-G- - -C---TGCAGT - -
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0.BE.87.ANT70 C--GAG--GA-A--A .. -TG- -C-GGTAC- GCATGGGAATAGGGEG -AC- GCAGG - AAC-GCTCA- -GGC- - -
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0.CM.98.98CMA104 G- -CAG- -GAAG- -A. TATAGGG-G- - - -AAC-C- A-CG-CCCA- - -AG- - -

0.FR.92.VAU CG- -AG- -AATGGCA G . CA--GGC---TT

0.SN.99.99SE_MP1299 C--GAG--A-AA--A CAAT--CTCA--GAT-- -

0.05.10.LTNP GCTCCG- -GA-CG-A TG--CCGTAC-GCTACCCTCTAGCGCA- TC-666- T .11 AAC-GCTCA- -GC----T

0.US.97.97US08692A C--GAG- -AATG-CA - .CTG--C-GGTA- -GCATGGAACTAAAG-A- -ACACA- -C-C- . . . TCC- -ATCA- -

N.CM.02.0J00131 GG-CAGG-A-AA- -A ---A-AAA-T-G-

N.CM.04.04CM 1015 04 GG-CAGG-G-AG- -
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CPZ.TZ.06.SIVcpzTAN13 GGTCAGG-A-AG--A -TGA-C--CTA--A

CPZ.US.85.US_Marilyn GG--ATG-A-AAC-A. . .--A-TGA-T---TA--AC.. --CC-AAG-T-G-
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BE.87.ANT70 .. .AATACA.
CM.91.MVP5180 .. .CAAACA. .
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FR.92.VAU A-A-...TATAATCAA.
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US.10.LTNP™ .. .AATACA.
US.97.97US08692A .. .AATACA.
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CM.06.U14788 CAACATTCCAACCATACATCCAAACACAACCAT
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CPZ.CD.06.BF1167 ...AACACCACGTTCAAA...
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-C
| -AGG- -GAG

C--TCACAGC.
C-GCAGAACT.
AGAAGC.

CG--CGCAGC .
C---AACAGC .

SA-TT

GG-AACCCATTTACAC
-G-AAGCCATTTACA-
G--A-CCTTTTTGCA
-G-AAC- -ATTT-TT
GG-AACCCATTTGCA-
G-CAACCCG-TTACA-
G- -AACCCA-TTGCA- - -

GG--TCTT- - -TGCA -
GG--TCTTTT-TGCAC-KC- -
G-C-CAG

~G-GACT-AC- -TCAC- -
GG-CAC-CAT--T- TG--

-AA---A-
“A----A-

“A----A-
C---CAT--A-
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-C-CAT-AG-A

ACTTGGAGTACT. ..
T W S T _

CAGTTAAATAGCACAGA G***G——*A
A--GC-GGGG--A
TGGAATGCCAATACCA CAT-C-GG-GT-A
ACTATC-GC-CA-A-

TGt ACAATACCAACATGCAG--GTCAQA¥ GC-CG-AG

T- GGCAGTGGAAATgﬁCACT TCAATGCC- CT GA

A- AAA AG
GCACATGGAAAAAGAAC- -T

-GG
........ ACGTGGAAC- GGCCC AC CACCT A-..
............ GAC-C-G-AGGA. .

-CT G A

.AA-A-T---G-GTTA

GGG---G-T--C..

CLACT.
.AGTACTA TACTA--G-GTCA-GC

. - -AGAAATTACAGGTTGGA
»ATTCAAAATTAATGGGAC--AAAATGGA CTGGA
........... AATAGTAC- - - AAATG- - -CA-A-

-CTACAGGGCTAACTACACT.
CTGTCTAATAGTAC-.

. -CA--AAAGCAGTTTAGTAGTCC-.
GTTGAATGATAC- .
-ATACAGGTCTAATGATAC- .
TTTACTAACAATCT-.

CC-CA-A-..

..A-TTCC-C---AC-T.
L---TC--A--GA--T.
. .TC-AATGACTCAGAT .
TGGATT-A--G---T.

...AC-AA G---T.
...A-TAAC- C---A TT.
...CC--A--A-AG---T.
...AG-AAT-T-ACACT%.

L AC---GCCA---CAC.
. -GCAC--TCACAC-- .
L-G-C-G-A---T--T.
L. A-TAC-GA--

LTT--AT-A-AT---
...A-C-ATTCA--MC-C.
. AC--A--A-TCA-AC.

L .TC-AC--A-TCA--C.
ZCTC---CTCA-AC.

L IACTTC--A- TCA--C.
UZITAC--ACT .
..TCTAATGAGACA Ac

AL AAT-C-ACA- Ac

e G
L UA-TTC--ACTCA-AC.
.. .AGCAC- -ACACA-AC.

-GGTC--A---G---.
.- -CAATGARACT-TC.
-T-AC-

AT.

A=~

--A.. -G o
. .ACA-A- ATTGT- -T- T-
A - 68

Al

CTCCCATECAGAATAAAA 7487
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V4 loop end,
CTCCCATECAGAATAAQA 7487

ACTTGGAGTACT. ..
T W S T _

ST T A--A-- T T.
. .AGT-AG-A--GG--T.
.--TATC-CA-GA-AT.

.TA-ACCAATGACACCTATA-CA-CAAC-GC-CAGAA
ATTAAT-TGCCA-A-

. G-T-T-A------T.
. 1-GG-A-G--A-TG-T.
.- -GAACC- -AGT-AT.

__________

GTGTTTAAT CCACAATGTT---T A-
C----GGGGT - A-

-TA-T-CAG
- AATAGTACT-GG---G-T- -

—Hox

GC . TCAAGGG-G- - TGAG 6853

. . . . vev---TCC-A------ . T 6673
CCT- C LAA- - -AA . . . ©'RCGCA--A--GT--T. -A 6795
-C . . . 6560

......... GAA--G--T.
.. A-TAAT----GA-AT.

>>—

G- -CAGAG
A-»GGGTTAGA»

G-AG
| ACACTTC-TGGGAGCAGGATAATAACACTA-AAATGG- - CT-A-
ACATACAATAGTACAGTT-G---T--A

CALTIIIALTICAGGG-A-
.. . . . . .AATGTG-CGGGGCA -
T- - . Ces . . . B -C-GGG- -G

...................... AT AATEAL G ITATAR
.ACTTGGACAGA- -A-AAAACCATGGAAGAG-GG-TTAATGGC-CT-TG. .

A- T.. CTCATG-.vnns AACGGAACCACCTGT. . .A-TGTT- G---TGT-
TA----- TT.. . . .ATC-AC--T-CA- AGTCCGGATGCCA%GAEATCQAAGGG GC--T.

... -GGAAT-A-AG--TT.
- AGTCA-G- -A- - -AT.

:TCCTGCAA--AG A-ATGACCTATAACAAGATCAAT -GT - C---T T AGCAAT. LA
.TCATG- . .ATAGGAACCAACTGT. . .ACTAGT--CC-A-A-. ... ..............
. AACGGAACCATCTGT- -GAATATC-G- -GTGAG. . ., . . AGTAATAGCAGTAGT - AGf——A G AT.

. 'ACCGGAACCACCTGT. . . AAT-AT-CC- -A-ACATCCAAAATTATACCTTTAGCCA- -A-AC---T.

. AATGACACCACCTGGCGG- CTG- - GGC - - TCA- . \ . ATAC------ AT. .
AATACCTCGGGTGCATGTACAGGT - -AC----A. o iinieeenneeiis ATeTacaTe CIASTALLITG-TooToooC----G 7558
- -GATCGA--GA-TG. .. ...... CcG-TA...GCA-----TC--C-T-G- 7600

. A--ACTGAGA-T-TG. . . T G- 6966

ATTAC--A--G--TT
ACG-ACCAGAC- -A
. /ACC-AC-ACAC---T.

G ---C
- ITAAG--T------- G- 7483
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CTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCCTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAG 7913
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Rev end (TAA) in some lineages
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Rev end (TAA) in some lineages Rev end

B.FR.83.HXB2 CTTACTCTTGATTGTAACGAGGATTGTGGAA. . . e CTCARATATTGGTGGAATCTCCTACAGTATTGGAGTCAGGAACTAAAGAATABTGCTGTTAGCTTGC 8667
Rev exon 2 C N_E P QI VE S P T V L E S G T K
\ LI vV T —_E_ o W_E__A” LK Y W W N [ L-Q Y W S Q E LK _N_ S A V.S L _
PT.x.PT3306 -CAGTCTCAAGGGACTGAGACTG— s . . - 8664
SE.93.SE6165_G6165 -CAGCCTCAAGGGACTGAGACTG- .. . .

BE.93.VI991
BE.93.VI997
.90.056
.00GBAC4001
CD.97.] 97DC_KTB147

SE.94.5E9173°7022
€D.97.97ZR EQTB11 . .AGGGGACTGAAGG - -
.CM.96.96CM_MP535 AGGGGACTGA- GG-

AE.AF.07.569M  ==2CAz--cccee=CrmmmmoooComemeeeeeees A- - -CAGTCTCAAGGGACTGAGACGG
“AE.CN.09.1119 - - -CAGTCTCAAGGGACTGAGACAG -
~AE.HK.04 ,HK001
P x,DR049

.04.BKM
_AE.TH.09.AAllla WG1l
“AE.TH.90.CM240 —

.98.98VNND15
.08.DE00208CMOO1
.06.P1261
AG.FR.91.DJ263

—AG.GH.03.03GH181AG
x.P0C44951

.x. IBNG

—AG.SN.98.98SE_MP1211
AG.US.06.502 2696 FLO1
’AG.UZ.GZ 02070683~
B.RU.97.KAL153 2
~cpx. CY. 94 94CY032 3

BE x
6" gx
7"BC.CN. 98 98CN009

8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911

RAX WLULUL ITITT OO M
)
=]
=3
=]

|
>
m
o
o

|
>
om
o<
==
®

|
b3
o
-
o
=1y

IR WNNRRNNRRN R SRR S e
b3
I}
m
[

|
3=}

- CAGTCTCAAGGGACTGAGACTG-
ACAGTCTCAAGGGACTGAGACTG-
-CAGTCTCAAGGGACTGAGACTG-

16A2D.KR.97.97KRDO4 T-GCA---C- -CAGCCTCAAGGGACTGAGACTG-
17’BF.ARU93.A§”9238 e ...g_

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47

27 cpx.FR.04.04CD_FR KZS

28 BF.BR.99.BREPMI2609

29 BF.BR.01.BREPM16704 - i . .- -

31 BC.BR.04.04BR142 CA C-TAAAA-GC--TG- G

32 06A1.EE.01.EE0369 C P . . ~-CCT-AMA--C--GG-GTGT
G C CT-G T--GTCA

327018, TH 99 0UR2478P A

35_AD.AF.0 A- - -CAGTCTCAAGGGGTTGAGACTG-
36_cpx.CM. 00 09CMNYU83G A- -ACAGCCTCAAGGGACTGAGGCTG-
37_cpx. CM 00 00CMNYU926 A A A A CAGCCTCAAGGGACTGAGACTG—-T-
38_BF1.U ..AGGGGACTGAA-- -

39°BF. BR 04 OABRR3179

5170 B:SG.ll:llSG HMO21
52-01B.MY.03.03MYKLO18 1

53701B.MY.11.11FIR164 A A —CAGTCTCAAGGGACTGAGACGG*

54_01B.MY.09.09MYSBO23 C A- - -CAGTCTCAAGGGACTGAGACTG- -T- i

55"01B.CN.10.HNCS102056 CAGGGACTGAGACGG---------- G-... . e

0.BE.87.ANT70 -A- G TTG- ACTGTGGATCCTAGGGCAGAAGATAATTA T-TT... . e -G-AT---TGCAGC-G-AAC---A--C
0.CM.91.MVP5180 AGGGA CCG C GA C--C... -TGG-ACTGTGGATCCTGGGACAAAAGACAATT T... . ...TGT G-CT---TG- AGC G-AA-G--A-- »--C
0.CM.98.98CMA104 e . +o.TG----CT---TAAAGC-G-AA
0.FR.92.VAU GC- -CAGAGA-CC. GA-CAG-. -TTG-ACTGTGGATCATAGGGCAGAGGACAATT T... . ...TG--G-CTC-TTAAAGC-A-
0.SN.99.99SE_MP1299 . TTG-ACTGTGGACTCTGGGACAGAAGATAATTAGT--T. .. . ...TG--G-CT---CATAGC-G-
0.US.10.LTNP G -CAGC...-A----A---TTG-ACTGTGGATCTTGGGACAGAAACTAATTA-T--T... . ...TG--G-AT---TACAGC-G-
0.US.97.97US08692A . -A----A»-GTTG ACTGTGGACTCTAGGGCAGAAGATAATTA T--T... . e

N.CM.02.DJ00131 --C CCTCATCAGGGGACTGCAACTACT -AAT---CT-..

N.CM.04.04CM_1015_04 AG--CCTCAACAGGGGACTGCAACTATT AAT---CT-..

N.CM.06.U14842 AG--TCTCAGCAAGGGACTGCAACTACT AAT---CT-..

N.CM.95.YBF30 C AG- -TCTCAGCAGGGGACTGCAACTACT -AAT---CT-..

N.CM.97.YBF106 C AG- - TCTCAGCAGGGGACTGCAACTACT-AAT---CT-..

N.FR.11.N1_FR_2011 C --AG- -TCTCAGCAAGGGACTGCAACTACT -AAT---TT-. .. . .

P.CM.06.U14788 GCA-A----GGA-C-A-GACC-CC--AC-...A- -T-GATACACCTGGGCCAACTACTGAACAGT A-CTG-... . +..--GCG-G-C--C-TTGC-GCGTGTGGC- -
P.FR.09.RBF168 --GCA-A---GGGA-C-A-GACC-CC-AAC-...A-C---T-GATACACCTGGGCCAACTGCTGACCAGA- - -CTTA-CTG- --GCG-G-C--C-TTGC-GCGTGTGGC- -
CPZ.CD.06.BF1167 ------T-G-CACC-TTG--CAT-GA-CA-G...T-GA-CCAT-AGT - -AGCCTATTGCTGTGGGAGACT-T-A-AC--TTGCTGCGCAGGCTCATACACCTC--G-C-C-A-TTCTAC-C--A--GG-AAC-
CPZ.CM.BS.SIchZMT145 --GTGCA-CTC-GA-TTG---AC-AC----G...A-A------- AATACAGCCTCAGGGGAGTACAACAAATAG TACTCT - ..--AC

CPZ.GA.8 C- CTAATACTTCACAGCCTCAG CTGCTAC-

AB1 -GC-A---GTG- - -ACAAC-CA-G
CPZ.TZ.06.SIVCcpzTAN13 C
CPZ.US.85.US_Marilyn CLITIATIATIICIGGo - - -CA--AC

ACGT- “GAGA.,
GCC- - -AA- -AGG- -ACCATTAGCTTCATACAGACCATAATAAT - - TACAT,
ASC----i-- AG-ACATCAACAAGGGACTGCAACTGTT-AAT - - -CT-

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



9¢€1

€107 wnipuadwo)) duanbag ATH

B.FR.83.HXB2
Nef

>
-
=
c
©

:Psioad Dayo
"HIV CH BID V3538
06.X2110
160000
06.06KECst 001
11RU6950
. pRA63F
95.5E8538

.A341
.0%UADN139

> >>>>
[y ===y
WO XHMO
=Ecm—HunT
oHOOO®

> >
i
cc
ar
el

.01CM 1445MV
.94CY017_41
04AR143170
PS1038 Dayl74
DEMBO9B0001
6BR1119

502 1191 03
HIV_CH BID V4408
DEMB1OCN0OO2
PCMOO1

>
=
%
m
©
ARENRNRPEANHONOWW
©

ul9
CY266
HIV DE_BID V4131
PMVL 1
05D0" 160884
P2149 3
DEMBOBFR002
03GEMZ004
05HT_ 129389
05JM”KJ108
R6538
07KYY4
671 00T36

5022649 wg&
03PY_PSPD115
11RU21n
AA040a WG1l
01TT CRC50069
TWCYS _LM49
.01UAKV167
.ES38

“UY.02.020Y_TSU1290
.VE.10.DEMBIOVE0O1
. 2.02YE507

'n
o
oW oS
HFREERIHWNONONITIWOOUINROORORNI0OORE VoV
o o =3

B
B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

B

c. .ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BNO7621
¢ "YNRL984D
¢
c
c
¢
c
¢
¢
c
¢
C
¢
¢
C
c
¢
c
D
D
D
D
D
D
D
D
D
D
D
F
F
F
F
F
F

.ES.07.X2118 2
.ET.02.02ET 288
.GE.03.03GEMZ033
. 8.98I5002

. 3.D24
.KE.00.KER2010
.MM.99.mIDU101 3

. .C0178
.US.98.98US MSC3018
. .TRA3011

. L02YE511
.ZA.10.DEMC10ZA001
.ZM.02.02ZM108

. 3.ELI
.CM.10.DEMD10CM0OO9
. 6.CY163

. .A280
.UG.08.p191859
.YE.02.02YE516
.ZA.90.R1

.A0.06.A0_06_ANG125
.ARE933

1

1.

1.
1.BR.07
1

1

.V,
.07BR844
.CY.08.CY222
.ES.%I.EEMFIIBESGGI
.96FR MP411
.BCI_RO7
8.D88 845
.DEMF210CM00O7
.CM53657

.96.DRCBL
CM.10.DEMG10CMO08
CN.08.GX_2084_08

.99.Cu74
ES.09.X2634_2
GH.03.03GH175G
KE.93.HH8793 12 1
NG.09.09NG_ST62~

TCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGC. . . TTGGAAAGGATT. . .TTGCTA. . .......... TARG..K;GGSTG%CAQGT&GT%AAQA 8817

sowouan |-AlH

Env gp41, gp160 end

A
cee--AC----

T
-TG--A-ATT---A----T-----G-

A-CT-
A-CT

>>r>O>>>>

>O>>>—A>>>>>>

>r>r>r>>—>r> >> 2>ON>>D> PR O>>

Nef start

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

LET

B.FR.83.HXB2

PT.x.PT3306

SE.93.SE6165_G6165

BE.93.VI991

BE.93.VI997

0.056
.00GBAC4001

CD.97.] 97DC_KTB147

SE.94.5E9173°7022

CD.97.97ZR EQTB11
.CM.96.96CM_MP535
AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HK001
.E.DR0492

.04.BKM
_AE.TH.09.AAllla WG1l
“AE.TH.90.CM240 —
AE.VN.98.98VNND15
.08.DE00208CMOO1
“AG.ES.06.P1261
.FR.91.DJ263
—AG.GH.03.03GH181AG
x.P0C44951

.x. IBNG

—AG.SN.98.98SE_MP1211
AG.US.06.502 2696 FLO1
“AG.UZ.02.02UZ0683
B.RU.97.KAL153 2
—cpx.CY. 94 94CY032 3

BE x
6" gx
7"BC.CN. 98 98CN009
8" BC.CN.06.nx2
9" cpx.GH.96. 96GH2911
.TZ.96.96TZ BFO61

RAX LLLL ITITT OO
)
=]
=3
=]

|
>
m
o
o

|
P33
[
o
=

|
b3
o
-
o

IR WNNRRNNRRN R SRR S e
P33
[}
m
=

|
3=}

247BG.ES. 08 X2456 2
25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU830
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

55-01B.CN.10.HNCS102056

.ANT70
CM.91.MVP5180
CM.9§.38CMA104

VAU
SN.99.99SE MP1299
10.LTNP~
US.97.97US08692A
.02.D300131
CM.04.04CM 1015 04
u14832 -
LYBF30
CM.97.YBF106
FR.11.N1_FR 2011

CM.06.U14788
FR.09.RBF168

CPZ.CD.06.BF1167

VUV Z=Z==Z=Z= 0000000
o
=
=
~

1
CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

TCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGC. .
L NA T A I AV A E G T D RV I E V V Q G A CR A I R H I

S>>

-G--CA-TGTT--T---T -
-GG-CA-TGTT--T---T----T--A-G-T-
-AG--A-TTT- - -AGAGTTCACT-GCTG-T-
-AG--A-T--C--T--T-------GA--A--A

-TG A -T--T- A
“AG- -AGGCTT- -A-ATTTCAC- - -CTG-T-
-AG--A-A A A

______

<CTT-G---AC-AT-G-=----G---C-
-A--AT-G-C--G-G---C-T
AY-G----G---R

2GG- - -CA-ATAG-A- - --GCT- CITGA-
--GG- - -CA-ATAG-A- - - -GCT- -TTGA

. TTGGAAAGGATT. . .

PR R I R _Q_ G _. _

[ TaRalalalnln)

> >> P>l

Env gp41, gp160 end Nef start

TTGCTA

> >>O>>: A>>NNO>O>N>>>>D

>>O>>O>>

HIV-1 Genomes

TAAG. . ATGGGTGGCAAGTGGTCAAAA 8817
MG G K W S K

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



8€1

€107 wnipuadwo)) duanbag ATH

B.FR.83.HXB2
Nef

Al.AU.03.P51044 Dag@
Al.CH.03.HIV_CH_BID_V3538
A1.ES.06.X2110

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538
.TZ.01.A341
Al.UA.01.01UADN139
. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BO.09.DENMBAIBOOAL
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID v4408
B.CN.10.DEMBIOCTN@62
B.C0.01.PCMEAL
B.CU.93.
B.CY.09.CY266
BDF .04 HIV DE BID V4131
B.DK.07.PMV)
8106:65 6500~ 160584
B.ES.09.
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KI188
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 86T36
B.PE.07.5022649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a_WG11
B.TT.Q1.01TT CRC50069
B.TW.94.TWCYS LMa9
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVEGO1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMC@7BRE03
C.BW.00.00BWO7621
C.CN98.YNRL984O
C.CY.09:CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.93.D24
C.KE.00.KER2010
C.MM:99.mIDU101 3
C MW:93.93MW"965
C.SN.90.90SE~364
€.50.89.895M 145
€.72.02.C0178
€.US.98.98US MSC3018
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.10.DEMC10ZA001
C.ZM.02.022M108
D.CD.83.ELI
D.CM’10.DEMD10CMOO9
D.CY.86.CY163
D.KE.97.ML415 2
D.KR.04.04KBH8
D.SN.90.SE365
D.7D:99.MNQ11
D.TZ.01.A280
D.UG.08.p191859
D.YE.02.02YE516
D.ZA!90.R1
F1.A0.06.A0 06_ANG125
FI. -ARE933
: -VI850

.07BR844

.CY222

- DEMF110ES001

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™

>rrrrr>>>
[Aalalalatatata

fGAGCCAGCAAGGCCAGCAAG -G
-GGGCCACCACAAGCTGAGCCA

CCAGCAGTAGATCCAACA
. .GAGCCAGCA

CUA-- .
...ﬁ-»AGGCCAGCAGCAGAGGGAGTGCCA

ATCCAGCAGCAGCAGGAGTA-GAGCAGCGTCTCAAGACTCA

':::R--AGGCCAACAGCAAAAAGAGAAAGACGAGCTAAGCCA

.. .A--AATCCA.
..A-»CAGCCAACT

....A-CCCTCCA.
...A—CCCTCCA..

AGAAAGGGGG .
AGCA CAGAAGGGRGA

sowouan |-AlH

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

6€1

=]
.
o

.83.HXB2 AGTAGT. .
S__S

=
o -
—

PT.x.PT3306 GTCTCC.
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056
.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535
AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

AX LLULL ITIT OO
)
@
=3
o

I

>

m

o
oOhs
@

|
>

[N
[Alalatatatataty]

[

=

w

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

21" 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. OBCMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.
457 cpx. ER. 04,04FR_AUK
46_BF.BR.07. 073R FPS625

477BF. ES 08
48_01B.MY.07.07 MYKTGZl
49" c x.GM.03.N26
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

--AGAAA C--

AACCCTCCAGCA.
.. A-CCCTACA. ...
..A--GAGCCA. . ..

.. A--CCTACA
LA
A

--CCTCCAGCA.
CCTCCA.

LA
..A——TCTCCAACAGCA

T CEC¥ECA . . .
'::A-»CCTCCAGCAGCAGAACGAACCCCTCCAGCAGCA.
- cc GAGCCA

~CETREG
--CCCTCCAGCAGRAAACCCTCC
A-CCCTCCAGCAGAAGCAGCAGCA

---GAGCCA. ... . .
.A-CCCGCCAACAGCAGAAAGGGGG-CAGCAAAA.

--»GAGCCAGCAGCAGATGGGGAAAGA

- -GCGAGCTACTCCTACTGCTCCT-CTCCA.

'.A——GAGCCAGCAGCAGAGGCA

GAACCA

Ces CCCCCAGTCCTCTGACACCCAA.
. .CCTGATCCTGAACCA
C...CCTGAGTCTGAACCA
. CCTAAACCTGAAGAT

--AG-A--C-- A---A- AG AgACTACCCCGACTACCCCTGACCCGA-»égg .CCAGTAACA

R v N S S

CCAGAAACA

GCAGCAGATAGGGTGGG 8888

.. A-CCCTCTAA AACAAGAGGA - GAGCATCTCAAAATTCAGCTAGACAAGAATCTCCA.

.TGC- - -
TGT---
TGT---

TGT---

CGACCTCACGAG---GCAGTAGAGC
A gT A-GCAGCAGCA-

C-T---CC-G

—TAG A——A—f 8900
--AG-A--A-- 8327

CC-G-A--A--
CC-G-A--A--
CC-G-A--A--
AA-
CC-G-A--A--
cc

C T-- 84
C-T---TC-G----T-- 9011

--C---CAGCA-AT-C
ZG-A--A--

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



(141

€107 wnipuadwo)) duanbag ATH

sowouan |-AlH

ﬁ.;R.83.HXBZ AGCAGCATgTCGAGACCTGGAAAAACATGSAGCAATCACAAgTAgCAATACAGCAGCTACCAATGCTGCTT%TGCCTGGC[AGQAGCA CGAGAGGAG ......... GéG...GAG GTGGgTTTTCCAGTCACACCTCGGGTACCTTTAAGACCAATGACTTACA 9040
e T N_A A _C_ _E__

Al.AU.03.P51044 Dag@
Al.CH.03.HIV_CH_BID_V3538
A1.ES.06.X2110

. .60000

Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538 -A---TT-A--T-G
Al.TZ.01.A341 TT-A--T--G-
Al.UA.01.01UADN139
. 7.8191845

Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119
.502 1191 03
.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

-ATC-CC--AG---CA
T AG

Eglat S S EE S T

4
4
9
6
7
4
0
1
9.
9.CY266
%.EIV DE BID V4131
8.0500 160884
8.DEMBOBFR0O02

GE.03.03GEMZ004
5.05HT 129389
5.05JM_KJ108
5.DR6538
7
0
7
3
1
7
1
4
1
1
2
0
2

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

.ARG4006
BR.07.DEMCO7BR0O0O3
BW.00.00BWO7621
CN.Qg.ENRL9840

.03.03GEMZ033
IL.98.98I5002
.03.D24
KE.00.KER2010
MM.99.mIDU101 3

T
C
C
C
C
C
C
C
C
C
C
C
C
C

.C0178
US.98.98US MSC3018
UY.01.TRA3D11

.02.02YE511
ZA.10.DEMC10ZA001
.02ZM108

LELI
CM.10.DEMD10CM0O0O9
.06.CY163
KE.97.ML415 2
KR.04.04KBH8

SN.90.SE365
TD.99.MNO11

101.A280
UG.08.p191859
YE.02.02YE516 T ... .GAG--A.
ZA.90.R1 . . AGTGAG- -A.
1.A0.06.A0 06 ANG125 . Lc-. oA,
1 . ARE933 ~G6- T C .

.VI850

.07BR844

.CY222

3 .EEMFllOESGGl
.96FR MP411

96.BCI RO7

.D8B~845 AG- T1---C-
-DEMF210CMe07 Gon-A-c- T-A--T---T---G T c- TAAG-AA--T---C---AC-T6- T
.CM53657 AT IITIATITACI-lillGaoioIToiIliCiiiCoG--TAGG-A---T---AG--AC-TG--A--------

.BE.96.DRCBL
G.CM.10.DEMGIOCMOO8
1GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1 IT- GG -AT
.NG.09.09NG_ST62™ -A---TT-AACT-G- - -A--GG---C---A-GT

G

G

G.CU.99.Cu74
g.ES.OQ.X2634 2
G

G

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

=]
.
o

.83.HXB2 AGCAGCATCTCGAGACCTGGAAAAACATGGAGCAATCACAAGTAGCAATACAGCAGCTACCAATGCTGCTTGTGCCTGGCTAGAAGCA CAAGAGGAG ......... GAG. . .GAG...GTGGGTTTTCCAGTCACACCTCAGGTACCTTTAAGACCAATGACTTACA 9040
_S_ E | G__ S S | __C__ _E Q _E _._E V. G F P V. T P _Q V P L R P M T Y _

=
o -
—

<
7|

PT.x.PT3306 —A*——TT A cT- GG—
SE.93.SE6165_G6165 “A---TT-A--T-GG-
BE.93.VI991
BE.93.V1997
0.056

. 00GBAC4001
€D.97.] 97DC_KTB147 A-TT-A--T-GG-
CM.04.0aCMUTT421 -A---TT-A-CT-CG-
SE.93.SE9280 7887
SE.94.5EQ17377022
€D.97.97ZR EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
“AE.CN.09.1119
~AE . HK. 04 ;HKBO1
“AE.JP X DRO492

.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

E
G
G.ES.06.
G.FR.91.DJ263
g.GH.03.03GH181AG
G

G

B S
BBBO AOnA A6

AX LLULL ITIT OO
)
@
=3
o

I

>

m

o

x
oOhs
@

|
>

.LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

21 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

»
N
u
s
I
c

=Y
W

8-

g
c
@
B
=)
ol
=
@

447BF.CL.00.CH80
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70 -CAGATC--CA
CM.91.MVP5180 ---T-TC--CA-
CM.98.98CMA104 -MA- CTC»»CA
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

[alalalalalalalnlololalalololalalatale)

C--T-GA--G-
CT--T-GA--G-
T--T-GA--G-
T G-

G-
G.

--T-GA--
-A-CT--T-GA--
-A-CT--T-GA--

sjuwugI Y

148

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

G-A-ATT--CAA---AT-

G-AGATT- -CAA- - -AT-A-C-C- -GGAAA- -G- - -AC-C

(oo oG8 A-A---TT-CT- -CAGA----6CC-T
G-A--To--AA----A-A-C--GC-G. -
A< -TT--GAAG-----A----G---C-
YR VY R ST

GGC-
SC-T-TC----A-~=-T-A-C-G---n=--G--T-----T-C---A------C--CAG

> > >>>>r>> >

HIV-1 Genomes

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



(44!

€107 wnipuadwo)) duanbag ATH

sowouan |-AlH

}’ LTR U3 start Nef premature end in HXB{
AGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGGGGGACTGGAAGGGCTAATTCACTCCCAA. . . AGAAGACAAGATATCCTTGATCTGTGGATCTACCACACACAAGGCTACTTC. . . CCTGATTAGCAGAACTACACACCAGGGCCA. .
K A AV D L S H F L KE K G G L E G L I H S Q . R R QD I L D L W I Y H T QG Y F . P D * Q N_Y T P G_P

B.FR.83.HXB2
Nef

Al.AU.03.PS1044 Dag@
. .HIV_CH_BID_V3538
Al.ES.06.X2110 = ~

. .60000
Al.KE.06.06KECst 001
.11RU6950
Al.RW.07.pR463F
Al.SE.95.SE8538

.TZ.01.A341

Al.UA.01.01UADN139

. 7.8191845
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119
.502 1191

03
.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

A A==

4
4
9
6
7
4
0
1
9.
9.CY266
4.HIV DE_BID V4131
7.PMVL_0I1
8.0500 160884
8.DEMBOBFR0O02

GE.03.03GEMZ004
5.05HT 129389
5.05JM_KJ108
5.DR6538
7
0
7
3
1
7
1
4
1
1
2
0
2

(<]
w
o
2
N
=To
Sun
o
3
=
w

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

A

.ARG4006
BR.07.DEMCO7BR0O0O3
BW.00.00BWO7621
CN.Qg.ENRL9840

.03.03GEMZ033
IL.98.98I5002
.03.D24
KE.00.KER2010
MM.99.mIDU101 3

.C0178
US.98.98US MSC3018
UY.01.TRA3D11

.02.02YE511
ZA.10.DEMC10ZA001
.02ZM108
LELI
CM.10.DEMD10CM0O0O9
.06.CY163
KE.97.ML415 2
KR.04.04KBH8

SN.90.SE365
TD.99.MNO11

.01.A280
UG.08.p191859
YE.02.02YE516
ZA.90.R1

1.A0.06.A0 06_ANG125
1 .ARE933

.VI850

.07BR844

.CY222

3 .EEMFllOESGGl
.96FR MP411

96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657
.BE.96.DRCBL
G.CM.10.DEMG10CMOO8
.GX_2084_08

. .03GH175G
.KE.93.HH8793 12 1

G

G

G.CU.99.Cu74 —
G.ES.09.X2634_2

g
G.NG.09.09NG_ST62™

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

1541

=]
.
o

.83.HXB2

=
o -
—

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JP.E.DR0492

.04.BKM
AE.TH.09.AAllla WG1l
90.CM240 —

“VN.98.98VNND15
.CM.08.DE0O208CMO01
06.P1261

E
G
G.ES.06.
G.FR.91.DJ263
g.GH.03.03GH181AG
G

G

AX LLULL ITIT OO
)
@
=3
o

I

>

m

o

x
oOhs
@

|
>

.LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. OBCMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.CH80
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
SN.99.99SE MP1299
US.10.LTNP™
US.97.97US08692A

.02.DJ00131
CM.04.04CM 1015_04
6.U14842
CM.95.YBF30

CM.97.YBF106
FR.11.N1_FR_2011

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

3 LTR U3 start
AGGCAGCTGTAGATCTTAgCCACT;TTEAAAAGAAAAGGgGGgACTGGéAGgGCTAATTCACTgCCSA

A-G- -C---TT-
-C---TT-

o G---

AT-T--C--C---TT-
AT-T--C--C---TT-
TG--A- -

ARCL1IIIGTeRTES 1C
“ACA---AT-C---T-AG--TT

T--G--T----A-CT...
T-----T-T--A-CT...G

Nef premature end in HXB2
.AGAAGACAAGATATCCTTGATCTGTGGATCTACCACACACAAGGCTACTTC. .
_ R R QD I L D L W I Y H T Q G_Y F_

. CCTGATTAGCAGAACTACACACCAGGGCCA. .
P D _* Q N_Y T P G _P

.GGGGTCAGATAT 9201
_G_V_R_Y_

.--AAC---G-TC 9287
--ACCT----TC 9310
AAC- -TC 8791

9103
.--AACT--G-TC 8771

--AACT----TC 8676
.--A G 8645

Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



1441

€107 wmipudduwo)) 3doudnbag ATH

4
4
9
6
7
4
0
1
9
9
4
7
5
9
8
. g.O3GEMZOO4
5
5
7
0
7
3
1
7
1
4
1
1
2
0
2

.03.P510447Da¥0
.HIV_CH_BID_V3538
.06.X2110

.60000
.06.06KECst 001

.11RU6950
.07.pR463F
.95.SE8538

.01.A341
.01.01UADN139
7.p191845
.04.84ZASK16231
97.97CDKTB48

101.01CM 1445MV
194.94CY017 41

.04AR143170
.PS1038 Dayl74
.DEMBO9B0001
.06BR1119

.502 1191 03

.HIV CH BID V4408
.DEMB10CNOO2
.PCMOO1

.CY266

HIV DE_BID V4131
LPMVL 011
105007160884

. DEMBOBFRO02

.O5HT 129389
.05JM_KJ108
R6538

.AAB40a WG11
.01TT CRC50069
.TWCYS LM49
.01UAKV167
.ES38
.02UY_TSU1290
.DEMBIOVEGO1
.02YE507

.01.ARG4006
.07.DEMCO7BR0O03
.00.00BWO7621
.98.YNRL9840

9. CY:

.03GEMZ033

.98.9815002
.03.D24
.00.KER2010
.99.mIDUl1O1 3

.C0178
.98.98US MSC3018
.01.TRA3011

.02.02YE511
.10.DEMC10ZA001
.02ZM108

LELI
.10.DEMD10CM0O0O9
6.CY163

7.ML415 2

.04 . 04KBHB
190.SE365
199 MNB11

.01.A280
.08.p191859
.02.02YE516
.90.R1

.06.A0 06_ANG125
.ARE933
.VI850
.07BR844
.CY222
.EEMFIIOESOGl
.96FR MP411
6.BCI_RO7

.D88 845
.DEMF210CM007
.CM53657

.96.DRCBL
.10.DEMG10CMOO8
.GX_2084_08
.99.Cu74 ~
.09.X2634_2

.03GH175G
.93.HH8793 12 1
.09.09NG_ST62™

AGT .
~CAG-A-----G--A. ..

LT

GAT
GAA

Ssawiouan) |-AlH

~-A-A-
A

TA---- 8553

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

5141

=]
.
o

.83.HXB2

=
o -
—

.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
0.056

.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR_EQTB11
CM.96.96CM_MP535
AE.AF.07.569M
_AE.CN.09.1119
_AE.HK.04.HKOO1
’AE.JE.E.DR0492

.TH.04.BKM
AE.TH.09.AAllla WG1l
.90.CM240

.VN.98.98VNND15
.CM.08.DE00Q208CMOO1
06.P1261

.FR.91.DJ263
.03.03GH181AG
"LR.x.P0C44951

.NG. x.IBNG
.SN.98.98SE_MP1211
G.US.06.502 2696 FLO1
G.UZ.02.02UZ0683™

AX LLULL ITIT OO
)
@
=3
o

[N 11 |
> >
[Alalatatatataty] m
[2) =

=
w SO~
@

>O>>>>>>

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.06.nx2
_cpx.GH.96.96GH2911
.TZ.96.96TZ BFO61

==

o

15 OlB TH 99 99TH MU2079
16_A2D.KR. 97 97KRD04

iy

>rrrrr>>I>>>>>>>
=

21 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

447BF.CL.00.CH80
45 ¢ x.FR 04.04FR_AUK
46_BF.BR.0O7. 07BR FPS625
477BF. ES 08.P1942
48_01B.MY.07.07 MYKTGZl
49" Cpx.GM.03.N2667
51701B.SG.11.11SG HM021
52_01B.MY.03.03MYKLO18_1
53701B.MY.11.11FIR164 ~
54-01B.MY.09.09MYSB023
55_01B.CN.10.HNCS102056
BE.87.ANT70 —GTCAGA——-AG--GC—---AGACTA GA----C-T-T----GGG-T-ATC-CC-G T--A CAT-TGCC-
CM.91.MVP5180 T AG----AG--GC---GAGACTG GT-- -C-AAT--AG-TG-T--TC-TC----T--A-CTT-TAAT-
CM.98.98CMA104 GC G- --GCAT--A-GAG-T-AGC-CC- G--T--A CCT TGCT-
FR.92.VAU GC-----CACTG-G --GT-T--A-G G-T--—C-CC G
SN.99.99SE MP1299 T “GTCAGA--C-G--GC- - -G-~ACTA-GA--C--GT-T- - - -GGG

US.10.LTNP
US.97.97US08692A

.02.DJ00131 - -GTCAG-T--AGCAG- - - ces G C ..--TGGAC-C-A-
CM.04.04CM 1015_04 -GTCAG-T--AGCAG- . ..--TGATC-C-A-
CM.06.U14842 —

CM.95.YBF30 (el JGTCAG-T-“AG-AG- . i ¢ DIIIIICATATITIAAC CIITGATCITIAL

CM.97.YBF106 -GTCAGAG- -AGCAG- Al T--CA-AT-T-AA- L--TGATC-C-A-

FR.11.N1 FR 2011 c -GTCAG-T- -AGCAG o T --CA-AT---AA- L --TGATC-C-A-------C-G-T
CM.06.U14788 -TAG- - CA TCA......--T--TC-T-AG--GA-CC---T
FR.09.RBF168 G GAG-TAG-AG- - - -T- <-T-ATC-T--G--GA-C---AT--

VUV ZZ==Z=Z= 0000000
o
=
=)
N

F1167
CPZ.CM.05. SIVcpzMT145

CPZ.GA.88.GAB1 TGT G ----A c-C
CPZ.TZ.06.SIVcpzTAN13 AACT -CC- G . G C CA**TGGA**CG C——GACTC CAT*—**CA -C-A---- 90
CPZ.US.85.US_Marilyn . CA--T---A A A --TGAAC-TG-C-----C--- ATC---CA 9401

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



Wi

€107 wnipuadwo)) duanbag ATH

B.FR.83.HXB2
ef

.P31044 Dag@
.HIV_CH_BID_V3538
.X2110

.60000
06.06KECst 001
11RU6950

.pR463F
.SE8538

1.A341
.01UADN139
191845

:Dazacki6281

97.97CDKTB48

.01CM 1445MV
.94CY017_41
04AR143170
PS1038 Dayl74
DEMBO9B0001
6BR1119

502 1191 03
HIV_CH BID V4408
DEMB10OCNOO2
PCMOO1

CY266

EIV DE BID V4131
0500 160884
DEMBOBFR002
03GEMZ004

O5HT 129389
05JM_KJ108
R6538

AAQ40a WG11
O01TT CRC50069
TWCYS LM49
01UAKV167
ES38
02UY_TSU1290
DEMBIOVEGO1
02YE507

.ARG4006
.DEMCO7BR0O03
.00BWO7621
.YNRL9840

Y2

.03GEMZ033
.9815002
3.D24
0.KER2010
.mIDU101 3

.CO
.98US MSC3018
.TRA3011

.02YE511
.DEMC10ZA001
02ZM108

LELI
.DEMD10CMO09
.CY163
7.ML415 2

. 04KBHB

.SE365
.MNO11

.A280
.p191859
.02YE516
.R1

6.A0 06_ANG125
.ARE933

.VI850
.07BR844
.CY222
.EEMFllOESGGl

93.
.96FR MP411
96.BCI RO7

.D88 845
.DEMF210CM007
.CM53657

.DRCBL
.DEMG10CMOO8
GX_2084_08
.Cu74 ~
.X2634_2

.03GH175G
.HH8793 12 1
.O9NG_ST62~

sowouan |-AlH

TCF-1 alpha binding

Nefend

.AGAAG-TGCTG-.
AGAAG-TGCTG- .
.AGACTGCTGACACAGAAA- TGCTG—

561
.. AGA GACTGCTG CACAGAAGTTGCTGAC 8912
.. .AGAAGATGCTGACACAGAAG-TGCTG
. AGAAGCTGCTGACACAGAAG-TGCTG- . . ©
.. AGAAG-TGCTG-. ..

L A

-CAGAAGGGACTTTCCGCT
-CAGAAGGGACTTCCCGCT.
-CAGAAGGGACTTTCCGCT

-CAGAAGGGACTTGCCGCT...
-CAGAAGGGACTTTCCGCT. ..
-CAGAAGGGACTTTCCGCT. ..

. CGAGTAAAGACTGCTGA-ACCAAGCC. .
CGAGACTGCT GA ACCGAGTTT

.GAGATTGCTGA-ACAGAAGAATCTAA. .
.GAGAATGCTGA - ACAGAAGAATCTG. . .

.AAGATTGCTGATACAGAAGAATCT.
CA....... GAGATTGCTGA - ACAGAAGAATCT .
CAGGACACAGAGATTGCTG -ACAGAAG . . ..
CTGA-ATAGAAGATTAGAGATTGCTGACATAGAAGATTCTA . . 9548
GAGATTGCTGA WCAGAAGAATYTA 8984
AAACTGCTGA-AC-AAGA

. TA

G- -TAAGTTG
G- -TGAGAA.
.G- -TGAGAAA

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

TCF-1 alpha binding

Nefend

=]
.
o

.83.HXB2

PT.x.PT3306 . . . . . . AGCTGCTGACACTGATG TG-TG-
SE.93.SE6165_G6165 . . . . . o . . . AAG-TGCTG- .
BE.93.VI991 . . . . . e . . . . ..AGAAG TGCTG- . . .
BE.93.V1997 AA . . . . . o . . . . . AGAAGATTCTG- .
0.056 GACA---T L-A-LL . . . . C..o. . . . AGAAGAT- -GA- . . .
. 00GBAC4001 A AL . . . o . . . (TGCTGACACAGAAG-TGCTG- . . ©
€D.97.] 97DC_KTB147 . AGAAG-TTCTA-
CM.04.0aCMUTT421 CGRAGA- - -R-A TT-A- ACAAAGACTGCTG-
SE.93.SE9280 7887 AGAAG-TTCTAG
SE.94.5EQ17377022 . 'AGAAG-TTCTAG
€D.97.97ZR EQTB11 .
CM.96.96CM_MP535 . . . . . . . . . . .
AE.AF.07.569M . . . . . e . . . . . .AGAAG-TTCTA- ...

=
o -
—

AX LLULL ITIT OO
)
@
=3
o

_AE.CN.09.1119 .. . . . . e . . . . . .AGAAG-TTCTA-..
_AE.HK.04.HKOO1 A . . . . e . . . .

_AE.JP.x.DR0492
.04.BKM

AE.TH.09.AAllla WG1l
90.CM240 —

“VN.98.98VNND15
.CM.08.DE0O208CMO01
06.P1261

E
G
G.ES.06.
G.FR.91.DJ263
g.GH.03.03GH181AG
G

G

I

>

m

o

x
oOhs
@

|
>

.LR.x.P0C44951 “CA-A---AGA--T-A
.NG. x.IBNG G -CAGA- - -ACA--TA-
.SN.98.98SE_MP1211 -CAGA---ACA--T--
G.US.06.502 2696 FLO1 -GACA---AGA--T-

G.UZ.02.02UZ0683™

sjuwugI Y

mn [=laP3-3-3-31
o @

~BC.CN.98.98CNOOY
_BC.CN.

AAG-TGC
| AGGAAGTGCTGACACAGAAGCT -T
GGCTGCTGACAAAGAAG-TTCTA-

S . ..:
-CAGAAGGGACTTTCCGCG.

06.nx2 —T CAGAAGGGACTTTCCGCC
_cpx.GH.96.96GH2911 .
.TZ.96.96TZ BFO61

15 OlB TH 99 99TH MU2079 . cs
16_A2D.KR. 97 97KRD04 . AGAAGCTGCTGACACAGAAG- TGCTG-...

.GAGATTGCTGA - ACAGAAGAATCT

21 2D KE.99 . Ki

22°01A1.CM.01. OICM GOGIBBY

237BG.CU.03.CB118

24" BG.ES.08.X2456 2

25 cpx.CM.02.1918LE

26_AU.CD.02.02CD MBTBO47
4.0 FR KZ:

357AD.AF.67.169H
36_cpx.CM.00.00CMNYU830
37 cpx. CM 00. 00CMNYU926
38 BF1.UY.03.UY03 3389
9-BF.BR.04.04BRRI179
40 BF.BR.05.05BRRJ055

.GAGATTGCTGA ACAGAAGAATCTA. . .

TGCTGACAAG 9030
.TGCTGACAAG 8809

CM.95.YBF30 e CITTIALL . . . . . DAL . . . . L .GGGAC TTAC.
.97.YBF106 G- -A--AA o : : : : L . . . . . GGGAC-TTA.
FR.11.N1 FR 2011 TT---.... . . . L . . . . . .GAGAC-TTAC.
CM.06.U14788 T-G-AGAG-A--T--T---TT-C-AAA---C
FR.09.RBF168 G-G-GAMAGA- -T--T---TT-C-AAA---C

447BF.CL.00., AG . : : o

457cpx.FR.04.04FR_AUK . ...G- o o . . - AGAAG-TGCTG .-
457BELBR.07.07BR FPS625 o : o . . . . -GAGC-TTCTAC. ..
477BF. ES 08.P1942 T-A-.. G o o . . . .
487018.1% 07, 07HYKT021

497 cpx.GM.03.N2667 . L . . : : : . . . . . .

516089093 1728 fmez1 . : : : : . . . . . JCGAGAT T-:121101
52-01B.MY.03.03MYKLO18 1 . : : : : L . . . . . AGAAG-TTCTA-...
537Q1B.MY.11.11FIR164 o : : : : L . . . . ©'AGAAG-TTCTA- ...
54-01B.MY.09.09MYSBO23 A T.. . . . : L . . . . L AGAAG-TTCTA- ...
55-01B.CN.10.HNCS102056 ----AGAA-A-- L : : : L . . . . L AGAAG-TTCTA- ...
0.BE.87.ANT70 --GCAACACC- -T. -T- -TATGATAACT . .

0.CM.91.MVP5180 --GC--AACA--TA-A A :

0.CM.98.98CMA104 . JG-ITGAACC!

0.FR.92.VAU T--A--T-T-ATAACT A cC. -G- -TAAAAC.

0.SN.99.99SE_MP1299 : 1G--TAAAAC.

0.0S.10.LTNP” . .

0.US.97.97US08692A < : . JGITAAAAC.

N.CM.2.DJ00131 e . . . e . . . . . .GGGAC-TTAC........TA 8907
N.CM.04.04CM 1015 04 o : : : : L . . . . ©1GGGAC-TTAC. L TGCTGACAAG 8834
N.CMgo.uLdgaz

N

N

P.

[

Lyl

F1167
CPZ.CM.05. SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.06.SIVcpzTAN13
CPZ.US.85.US_Marilyn

G--TAGAAGA- - -A-A
G--TC-CAGA--TC-A

AAGA- - -A-A---A-
G- ~TCGGAGA- - -AGA- ~TAA- - -~~~ -~ Alllll

++G- -TGCTTCCGGCAACCACACAAGAAC - - A~ --GA. .
. --ACTTT-GACTG

HIV-1 Genomes

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



1141

€107 wnipuadwo)) duanbag ATH

sowouan |-AlH

TAR element start

.02.C0178
US.98.98US MSC3018
.01.TRA3011

.02.02YE511
ZA.10.DEMC10ZA001
.02.02ZM108
3.ELL
CM.10.DEMD10CMOO9
.CY163

.90.
TD.99.MNO11

.01.A280
UG.08.p191859
2.02YE516
.R1

.A0.06.A0_06_ANG125
.AR.02.ARE933
.BE.93.VI850
.07BR844
08.CY222
.ES.11.DEMF110ES001
.FI.93.FIN9363
.FR.96.96FR MP411
.96.BCI_RO7
.RU.08.D88"845
.DEMF210CM007
.CM53657

A-G-CG--CCAGA. . .
-G-CG-GCCAGA. . .

el et
=]
o
o
~

NE-k-B-II NF-k-B-1 Spl-II Spl-IT Spl-I TATA box 3'LTR U3 énd 3’ LTR repeat start
NEre-BI NEr-B1 ATA bo L
B.FR.83.HXB2 ~  .............A.GGGACTTTCC..........G........CTGGGGACTTTCCA.......... GGGAGGCGTGGCCT . . nvve. . GGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCT. 9546
A1.AU.03.PS1044 Day® - o
A1.CH.03.HIV_CH_BID V3538 AL . A .
A1.ES.06.X2116 ~ .G-
A1.IT.02.60000 .G-
A1.KE.06.06KECst 001 A
A1.RU.11.11RU6958 .G-
A1.RW.07.pRA63F .G-
Al.SE.95.5E8538 .G-
A1.TZ.01.A341 1G-
A1.UA.01.01UADN139 .G-
AL.UG.07.p191845 C .G-
A1.ZA.04.04ZASK162B1 AGGGACTTTCTGCT G
A2.CD.97.97CDKTB48 ~ ............ d G
A2.CM.01.01CM_1445MV G
A2.CY.94.94CY017_41 A
B.AR.04.04AR143170
B.AU.04.PS1038 Day174
B.BO.09.DEMBA9IBOAB1
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.04.HIV CH BID V4408
B.CN.10.DEMBIOTN@62
B.C0.01.PCMEBL
B.CU.99.C
B.CY.09.CY266
B.DE.04.HIV DE BID V4131
B.DK.07.PMVL_611
B.DO0.05.05D0 166884
B.ES.09.P2149 3
B.FR.08.DEMBOBFROO2
B.GE.03.03GEMZ004
B.HT.05.05HT 129389
B.JM.05.05IM_KJ108
B.JP.05.DR6538
B.KR.07.07KYY4
B.NL.0O.671 06T36
B.PE.07.502 2649 wg8
B.PY.03.03PY_PSPO115
B.RU.11.11RUZ21n
B.TH.07.AAQ4Ba_WG11
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES38
B.UY.02.62UY_TSU1290
B.VE.10.DEMBIOVES®1
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BREO3
C.BW.00.00BNO7621
C.CN.98.YNRL984D
C.CY.09.CY260
C.ES.07.X2118 2 ¢
C.ET.02.02ET 288 AL ¢
C.GE.03.03GEMZ033 ‘Al T--
C.IL.98.98I5002 A T-A
C.IN.03.D24 AL T-A
C.KE.00.KER2010 ‘AL C-A
C.MM.99.mIDU101 3 AL C-A
C.MW.93.93MW_965 Al C--
C.SN.90.90SE"364 ‘AL C--
€.20.89.895H 145 AL C-A
c.
c.
c.
c.
c.
D.
D.
D
D.
D
D
D.
D
D
D.Y
D.
F
F
F
F
F
F
F1
F1
F

‘GA

“GAA-GC-T-CCAGA.
. : St . {GA--GC-TTCCAGA.
TAAGTTGCTGACA- ,A- - ===t esausmeeansssaoCCommmanmne

o nmm
[NINTET

@ - -
moo

=
©

=

1SY

.BE.96.DRCBL
G.CM.10.DEMGIOCMOOS
1GX_2084_08

[alalalalala)
)
==
I
w

NG.09.09NG_5C62~ AATGTTGCTGACA- L <= = mmmmm o

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

6v1

AR ULULULULITIIT OO @
)
@

FR.83.HXB2
PT.x.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR EQTB11
CM.96.96CM_MP535

.04.BKM
.TH.09.AAllla WG11

LUN.98.98VNND15
.cm.os.gEggzescMoel

.91.D
.GH. 3.03GH181AG
.LR.x.P0C44951

NG. X . IBNG
SN.98.98SE_MP1211
Us.06.502 2698 FLo1

“AG.UZ 2.0
A8 R8T RALISSS
“opx.CY. P 94CY032 3
D X.Vi1310

oD AU o6, BEPa0

“BC.CN.98.98CN009

~BC.CN

X. gH 86 SacH2911

198 AR 50 ARmADSS
18~cpx.CU.99.CU76
19-cpx . CU:99. CU7
207BG.€U.99.Cu103

21°A2D . KE.99.KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25 cpx.CM.02, 1918LE

26 AU (p.62,62CD 1iBTB047
27 cpr.FR .G

28°B
25-BF bR 01 BREPMI 04
317BC.BR.04,04BR142
327 06A1.EE,01,EE0369

36_cpx. CM. 00 00CMNYU830
37_cpx.CM.00.00CMNYU926
Y. Y 3 389

45’c X.FR.04.04FR_AUK
46_BF.BR.07.07BR_FPS625
47_BF.ES.08.P1942
48”01B.MY.07.07MYKT021
49 cpx.GM.03.N26677

5170 B.SG.ll.llSG HMO21
52°01B.MY.03.03MYKLO18 1
52 018.MY.1%.11FIR164 -

.MY.09.09MYSB0O23
55_01B.CN.10.HNCS102056

CM.98.98CMA104
2. VAU
SN.99.99SE _MP1299
0.LTNP™

US.97.97US08692A

CM.02.DJ00131
CM.04.04CM 1015_04
6.U14842

CM.95.YBF30
CM.97.YBF106
FR.11.N1_FR 2011
CM.06.U14788
FR.09.R8F168
CD.06.BF1

M. 05 SIchzMT145

06 SIchZTAN13

Z.
PZ.
PZ.
PZ.TZ.
PZ.US.85.US_Marilyn

[«
GA
T.
u

NF-k-B-II NF-k-B-I Spl-III Spl-II Spl-I TATA box 3" LTR U3 énd_3' LTR repeat start
A.GGGACTTTCC CTGGGGACTTTCCA .......... GGGAGGCGTGECCT . e eeeeennns GGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCT. 9546
--------- C

‘G T------G...
TA--G-AG---T-AA. ..
-G---G-CG-GCCAGA: .

GATGTTGTTGACA-A

.-TG--A-G-A-AG. ..

ATTGCTGACACTGT. ..

. CTGACACTGC. - .GC-TG--A-G-ATAA. ..
ACTGCTGACACTGC . A G. T . .GCATG--A-G-ATA. ..
ACTGCTGACGCTAC. GCAAAG. . .GC- TG--A»G-A-A .

ATTGCTGACACTGC. - . .

CG.
GGACTTTATGCTTG. ----------. . iiiiimeiine e e CA e AT TG

.G--AC- -AAA-T - - CGAGGGCGGAACAAG
.G--AC--AAA-T- - CGAGGGCGGAACAAG- - -

G-AG-TGCTAAAGCT -CTGACACTGCA-
GCAG-TACT.AAGTT-CTGACACTGCA-

ACATTTGCTGACA- .
ACTGCTGACTCTGC.

TGAGGACTTTCTA-.

Voo

>rrrrrr>r>rP>I>>RRE>D>

Voo

o

BT e e R B P B B

> PI>>> >

-TTTCA--CTCAGAG-
-TTTCA--CTCAGAG- - -

Genomes

TAR element start

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



sowouan |-AlH

TAR element end Poly-A signal 3’ LTR R repeat end 3’ LTR US start

B.FR.83.HXB2 .CTGG. TTAGACCAGATCTGAGCCTGGGAGCTCTCTGGC.TA. ... ACTAGGGAACCCAETGCTTA.AGCCTCAATAAAGCTTGCCTTGAGTGC.TTCRXGTAGTGTGTGCCCGTCTGTTGTGTGACTC.TGGTAACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTG 9705

0ST

€107 wnipuadwo)) duanbag ATH

[}

[alalalalalaTa)

MTAT MMM 00000000000 NONNOONNONNOONNONNOOM 00000 o 00 To 07 0o 00 09 0 00 07 0 00 09 09 0 00 00 09 00 00 07 00 00 03 09 00 00

il
[NINTET

=]
o
oo @

.D24
.KER2

.PS1044 Day0
HIV_CH_BID_ V3538
.X2110 =~
.60000

.06KECst 001
11RU6950

.pR463F

.SE8538

1.A341
.01UADN139

.8191845
.04ZASK162B1
.97CDKTB48
.01CM 1445MV
.94CYD17_41

g4AR143170

06BR1

502 1191 03

HIV CH BID V4408
DEMB1OCTNOO2
PCMOO1

CY266

HIV DE BID V4131
PMVL 011
05D0" 160884
P2149 3
DEMBOBFR0OO2
03GEMZ004

O5HT 129389
05JM_KJ1108
DR6538

07KYY4

671 00T36

5022649 wg8

03PY_PSPO115
1RUZ1|

n
AA040a WG11l
01TT CRC50069
TWCYS LM49
01UAKV167

S38
02UY_TSU1290
DEMBIQVEOO1
02YE507
ARG4006
DEMCO7BRO03
00BWO7621
YNRL9840

CY260
X2118_2
02ET 288
03GEMZ033
9815002

010
DU101 3

mI
.93MW_965
.90SE”364

.89SM"145

.C0178

.98US MSC3018
TRA3011
.02YE511
.DEMC10ZA001
02ZM108

LELI
.DEMD10CMO0O9
CY163

.MNO11

.A280

.pl91859

.02YE516
R1

.A0_06_ANG125
.ARE933
VI850

3.
.07BR844
Y222

C
-DEMF110ES001
.FIN9363
“96FR_MP411
BCI RO7

88845
.DEMF210CM007
CM53657

.DRCBL
- DEMGIOCMOOS
GX_2084_08

.09NG_ST62~

POOOOOOOD

ACTGCT-AG

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



€107 wnipuadwo)) duanbag ATH

FR.83.HXB2 .CTGG. TTAGACCAGATCTGAGCCTGGGAGCTCTCTGGC. TA

PT.x.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997
.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR EQTB11
CM.96.96CM_MP535

AR ULULULLITIIT OO @
@
@

.04.BKM
.TH.09.AAllla WG11

.90.
.VN.98.98VNND15
.CM.08.DE00208CMOO1

6.P1261

91.D3263
'GH.03.03GH181AG
‘LR.x.P0C44951
"X IBNG
SN.98.98SE_MP1211
Us.06.502 2698 FLo1
“AG.UZ 2.0
8 IRy 57 RALISS
“opx.CY. P 94CY032 3
D X.Vi1310
oD AU o6, BEPa0
“BC.CN.98.98CN009
~BC.CN
X. gH 86 SacH2911

198 AR 50 ARmADSS
18~cpx.CU.99.CU76
19-cpx . CU:99. CU7
207BG.€U.99.Cu103

21°A2D . KE.99.KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25 cpx.CM.02, 1918LE
26AU.CD.62,62CD MBTBO47
27 cpx:FR 04.04CD FR K75
28°B 09
25-BF bR 01 BREPMI 04
317BC.BR.04,04BR142

327 06A1.EE,01,EE0369

36_cpx. CM. 00 00CMNYU830
37_cpx.CM.00.00CMNYU926
Y. Y 3 389

45’c X.FR.04.04FR_AUK
46_BF.BR.07.07BR_FPS625
47_BF.ES.08.P1942
48”01B.MY.07.07MYKT021
49 cpx.GM.03.N26677
5170 B.SG.ll.llSG HMO21
52°01B.MY.03.03MYKLO18 1
53_01B.MY.11.11FIR164 ~
4~ .MY.09.09MYSB0O23
55_01B.CN.10.HNCS102056
.BE.87.ANT70
.CM.91.MVP5180
.CM.98.98CMAL04

. 2. VAU
.SN.99.99SE_MP1299
. 0.LTNP™
.US.97.97US08692A

.CM.02.DJ00131
.CM.04.04CM_1015_04
6.U14842

0

0

0

0

0

0

0

N

N
N.CM.06.
N.CM.QS.YBF30
N

[

P

C

C

C

C

C

[alalalala Nalalala)

.CM.97.YBF106
JFRI11.N1_FR 2011
.CM.06.U14788
.FR.09.R8F168
CD.06.BF1

H.0s. SIchzMT145

06 SIchZTAN13

Z.
PZ.
PZ.
PZ.TZ.
PZ.US.85.US_Marilyn

[«
GA
T.
u

TAR element end

ACTAGGGAACCCACTGCTTA.

Poly-A signal 3’ LTR R repeat end 3’ LTR US start

AGCCTCAATAAAGCTTGCCTTGAGTGC . TTCAAGTAGTGTGTGCCCGTCTGTTGTGTGACTC . TGGTAACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTG 9705

.GCATGC.
.GCATGC.

A-
CC-ATC--AT-CCGCGCCGG- . CCTGGGG

e R TAZICT-CAGTGA. --

Sl AITCIIATAAGTAG . 9768

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



(41

€107 wnipuadwo)) duanbag ATH

B.FR.83.HXB2

[}

[alalalalalaTa)

MTAT MMM 00000000000 NONNOONNONNOONNONNOOM 00000 o 00 To 07 0o 00 09 0 00 07 0 00 09 09 0 00 00 09 00 00 07 00 00 03 09 00 00
R =<

il
[NINTET

.PS1044 Day0
HIV_CH_BID_ V3538
.X2110 =~
.60000

.06KECst 001
11RU6950

.pR463F

.SE8538

1.A341
.01UADN139

.8191845
.04ZASK162B1
.97CDKTB48
.01CM 1445MV
.94CYD17_41

g4AR143170

06BR1

502 1191 03

HIV CH BID V4408
DEMB1OCTNOO2
PCMOO1

CY266

HIV DE BID V4131
PMVL 011
05D0" 160884
P2149 3
DEMBOBFR0OO2
03GEMZ004

O5HT 129389
05JM_KJ1108
DR6538

07KYY4

671 00T36

5022649 wg8

03PY_PSPO115
1RUZ1|

n
AA040a WG11l
01TT CRC50069
TWCYS LM49
01UAKV167

S38
02UY_TSU1290
DEMBIQVEOO1

.02YE507

.ARG4006
.DEMCO7BR0O03
.00BWO7621
.YNRL9840

CY260
X2118_2
02ET 288
03GEMZ033

.9815002
.D24
.KER2!

010
DU101 3

.mI|
.93MW_965
.90SE”364
.89SM” 145
2.C0178
.98US MSC3018
TRA3011
.02YE511
.DEMC10ZA001
02ZM108

LELI
.DEMD10CMO0O9
CY163

.MNO11

.A280

.pl91859

.02YE516
R1

.A0_06_ANG125
.ARE933
VI850

3.
.07BR844
Y222

C
-DEMF110ES001
.FIN9363
“96FR_MP411
BCI RO7

88845
.DEMF210CM007
CM53657

.DRCBL
- DEMGIOCMOOS
GX_2084_08

109NG_ST62

GAAAATCTCTAGCX....

sowouan |-AlH

sowoudn) addwo)) zddAIS/T-ATH

sjuwugI Y



3’ LTR U5 end

FR.83.HXB2 GAAAATCTCTAGCX....
PT.x.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
CM.04.04CMU1T421
SE.93.5E9280 7887
SE.94.SE917377022
CD.97.97ZR EQTB11
CM.96.96CM_MP535

AR ULULULLITIIT OO @
)
@

.04.BKM
.TH.09.AAllla WG11

.90.
.VN.98.98VNND15
.CM.08.DE00208CMOO1

6.P1261

91.DJ263
.GH.03.03GH181AG
.LR.x.P0C44951
.x. IBNG
.SN.98.98SE_MP1211
.US.06. 502 2696 FLO1
G.UZ.02.0
—AB.RU.97 K L 53 2
cEx CY.94, 94CY032_3
D VIl310
_CpX. AU 96, BFP9O
Bc CN.98.98CN0OO9

€107 wnipuadwo)) duanbag ATH

198 AR 50 ARmADSS
18~cpx.CU.99.CU76
19-cpx . CU:99. CU7
207BG.€U.99.Cu103

21°A2D . KE.99.KER2003
22701A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25 cpx.CM.02, 1918LE
26AU.CD.62,62CD MBTBO47
27 cpx:FR 04.04CD FR K75
28°B 09
25-BF bR 01 BREPMI 04
317BC.BR.04,04BR142

327 06A1.EE,01,EE0369

36_cpx. CM. 00 00CMNYU830
37_cpx.CM.00.00CMNYU926
Y. Y 3 389

45 c X.FR.04.04FR_AUK
46_BF.BR.07.07BR_FPS625
47_BF.ES.08.P1942
48”01B.MY.07.07MYKT021
49_cpx.GM.03.N26677
5170 B.SG.ll.llSG HMO21
52°01B.MY.03.03MYKLO18 1
53_01B.MY.11.11FIR164 ~
4~ .MY.09.09MYSB0O23
55_01B.CN.10.HNCS102056
.BE.87.ANT70
.CM.91.MVP5180
.CM.98.98CMAL04

0

0

0

0. 2. VAU
0.SN.99.99SE_MP1299
0. 0.LTNP™
0.US.97.97US08692A
N.CM.02.DJ00131
N.CM.04.04CM 1015_04
N.CM.06.U14842 —
N.CM.95.YBF30
N.CM.97.YBF106
N.FR.11.N1_FR 2011
P.CM.06.U14788
P.FR.GQ.RBF168
CPZ.CD.06.BF1

E M. 05 SIVCpZMT145
C
C

Z. 06 SIchZTAN13
S.85.US_Marilyn

Z.
PZ.C
PZ.GA
PZ.T.
PZ.U

HIV-1 Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



	II HIV-1/SIVcpz Complete Genomes
	II-1 Introduction
	II-2 Annotated features
	II-3 Sequences
	II-4 Alignments


